Laboratory Report, Analysis of FCs in Samples of Children’s Sera, May 21, 1999

The data submitted on perfluorooctanesulfonate contains analytic data when
certain general conditions have been met. These are that final analytic data is
available and that if this data is a component of a study, a report exists that
combines the data and other parts of the study. Data that has not been
integrated into a report, or pilot data, has generally not been included in the
submission.

The attached is pilot data showing results from a limited number of human blood
samples (pediatric samples from the University of Minnesota). This pilot was
meant to determine that the analytic technique could be used on a small volume
of serum. Although fluorochemical concentrations were above detection limits,
no conclusions can be drawn from such a limited number of samples. The
planned study will contain results from over 600 pediatric samples. The samples
in this study will be run in a contract lab using a different blank under GLP
conditions. The plan for this study has been previously submitted under cover of
the April 21%! letter to EPA.
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Samples were analyzed to provide a quantitative determination of PFOS and PFHS in a small number of
samples of sera collected from children between the ages of 6 and 12. Additionally, samples were screened to
provide qualitative data on the presence of several other fluorochemicals including PFDS, PFOSA, PFOSAA,
M556, M570, POAA, M463, and M513 (Appendix C contains a list of acronyms).

Less than 100 pL of sera were available for analysis. This small sample volume posed analytical restrictions
and method detection limits for this study are significantly higher than reported in earlier studies.

: Sera samples were extracted using an ion-pairing extraction procedure. The extracts were quantitatively
i analyzed for PFOS and PFHS using high-pressure liquid chromatography/electrospray tandem mass
spectrometry (HLPC/ESMSMS), and evaluated versus an extracted curve. Qualitative analysis was
- conducted by comparing peak response in the samples to that obtained from standards, when possible. If
l, standard material was not available, compound identification was based on reasonable HPLC-retention time
wmm s omem— — and predicted mass spectrometer response. Analytical-detaitsaf® available in the study binder maintained by
FACT. .

i Despite the increased detection limits that resulted from the small sample size, several fluorochemicals were

! detected in these sera samples. PFOS, PFHS, PFDS, POAA, and M463 were detected in each of the samples
-analyzed; for these analytes, the estimated detection limit is 3 ppb. PFOSAA, M556, and M570 were
detected in some of the samples and the detection limit is estimated to be approximately S ppb. PFOSA and
M3513 were not detected in any sample above the estimated detection limit of 8 ppb and 12 ppb, respectively.

The average PFOS concentration was 54 ppb, covering a range of 31-115 ppb. These values are slightly
} higher than the average values observed previously for adults and some part of that (up to 10%) may be due
! to improvements to the modified method used to extract these samples.

The average PFHS level determined in these samples was 35 ppb across a range of 5-100 ppb. This average
is approximately 10 times higher than the levels previously observed in a small set of adult sera samples. In
those samples, the highest value determined in a non-3M worker was 13 ppb. It is unlikely that the minor’
modifications made to the analytical method could account for this dramatic difference between the two
groups of samples. '
Although rigorous quality control measures and 3M Environmental Laboratory Standard Operating

— Procedures were followed, the acquisition of this data was not necessarily collected according to applicable
Good Laboratory Practices. This data is not suitable for distribution to any government agency in defense of
product suitability or safety. Data presented here is the highest quality data available at this time.

On 4/27/99, Jean Burris of 3M Occupational Medicine delivered sera samples to the Environmental Lab.
Environmental Lab personnel initiated a chain-of-custody upon receipt of the samples.

There is no holding time criteria associated with these samples for LC/ESMSMS analysis.

REPORT DATE: 05/21/99
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Methods - Analytical and Pr

Analytical methods
ETS-8-4.0, Extraction of Potassium Perfluorooctancsulfonate or Other Fluorochemical Compounds from
{ Serum or Other Fluid for Analysis Using HPLC-Electrospray/Mass Spectrometry
MODIFIED to accommodate small sample size. Reagent volumes were reduced and aqueous extracts
) were triple rinsed with MtBE. These modifications may result in slightly better analyte recoveries than
i those achieved using the original method.
‘ ETS-8-5.0, Analysis of Potassium Perflucrooctanesulfonate or Other Fluorochemical on Serum or Other
Fluid Using HPL.C-Electrospray/Mass Spectrometry
i MODIFIED for PFHS determination by comparing PFHS samples response to PFOS curves, as no
‘ standard PFHS was available. This substitution is likely to result in a slight UNDER estimation of PFHS
levels. ' :

j Sample preparation — aqueous samples, HPLC/ESMSMS: ion-pairing extraction
#2T 3 wmmm——- - - Analyte is extracted froma sample matrix with iorr pairif réagent [tetfabutyl ammonium hydrogen sulfate
(TBA)] in a pH-controlled environment. The cationic reagent selectively targets anionic fluorochemicals.
Once the anion-TBA pair is formed, the analyte is transferred into a non-polar organic solvent (methyl-terz-
butyl ether), dried, and reconstituted in methanol for MS analysis.

" HPLC/ESMSMS: for detailed qualitative work
In HPLC, an aliquot of extract is injected and passed through a reverse phase liquid chromatographic
column. Based on the affinity of the analyte for the stationary phase in the colummn relative to the liquid
mobile phase, the analyte is retained for a characteristic amount of time. For example, in a standard
solution PFOS may elute at 8.0 minutes. Retention times between a standard PFOS solution and the
analyte extracted from sera in this analysis were matched on the HPLC system to within 1%.

Following HPLC separation, ESMSMS provides a rapid and accurate means for analyzing a wide range of
organic compounds, including fluorochemicals. Electrospray, an ionization technique used primarily for
detection of molecular ions, is generally operated at relatively mild temperatures. Molecules are ionized,
and a primary ion, characteristic of the analyte, is selected. This jon is bombarded with high-energy gas;
subsequent collisions create smaller secondary ionic fragments unique to the primary ion, which are
detected.

For example, for PFOS (C¢F;,SO5) analysis, ion 499 is selected as the characteristic primary ion. This ion
is fragmented into other ions such as 80 amu (corresponding to SO5), and 230 amm (C;FsSOy). Eachof

} these secondary fragments is detected and can be used to differentiate PFOS from other compounds that
might have the same characteristic 499 amu primary ion, but different chemical compositions and
secondary ion fragmentation patterns.

5.1 Calibration

For quantitative determinations, a mid-level, extracted matrix calibration check standard is analyzed every
5 samples to monitor instrumental drift. Calibration check standards are compliant if instrumental
response is within +/- 10% of the expected value.

Quantitation of the target analytes is based on linear regression analysis (weighted 1/x) of two extracted
matrix curves bracketing each group of samples. Quantitation of each analyte is based on the response of
one or more specific daughter ions using the multiple response-monitoring mode of the instrument.

REPORT DATE: 05221/99
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Blanks

Two cxtraction blanks, utilizing water as surrogate matrix, are extracted with each batch of samples.
Additionally, two samples of blank matrix or surrogate matrix, used for the extracted calibration curves, are
extracted along with each batch of samples and curves.

Blanks are compliant if no target analyte is detected above the limit of detection for a specific analyte. In
this study, all blanks were compliant.

Surrogates

Tetra-hydro perfluorooctane sulfonate is used as a surrogate in this analysis. Surrogate response is
monitored to confirm gross instrumental failure. -

Matrix Spikes

mphmnmspmemlyssmgaumxgaam]nsforwmchmmnmdmwpr&medwm
prepared and analyzed for one control animal. For sera analysis, xecovensweremthmtlwacccptable
range of 85-115%

‘Laboratory Cont'i;c;l."Samp'l'“e's |
Laboratory Control Samples are not a component of this study.

. Sample Related Comments

Due to limited sample volume, it was not possible to conduct matrix spike studies on any of these samples.
Although the current understanding of the analytical methods indicate that rabbit serum is a suitable
surrogate matrix, matrix spike studies for this matrix are recommended. Standard materials for PFDS and
M463 were not available for compound identification at the time of analysis. Compound identification is
based on reasonable retention time and mass spectral data consistent with compound structure.

Despite the increased detection limits that resulted from the small sample size, several fluorochemicals were
detected in these sera samples. PFOS, PFHS, PFDS, POAA, and M463 were detected in each of the samples
analyzed; for these analytes, the estimated detection limit is 3 ppb. PFOSAA, M556, and M570 were

detected in some of the samples and the detection limit is estimated to be approximately 5 ppb. PFOSA and
MS513 were not detected in any sample above the estimated detection limit of 8 ppb and 12 ppb, respectively.

The average PFOS concentration was 54 ppb, covering a range of 31-115 ppb. These values are slightly
higher than the average values observed previously for adults and may be due to improvements to the
modified method used to extract these samples.

The average PFHS level determined in these samples was 35 ppb across a range of 5-100 ppb. This average
is approximately 10 times higher than the levels previously observed in a small set of adult sera samples. In
these samples from adults, the highest value determined in a non-3M worker was 13 ppb. It is unlikely that
the minor modifications made to the analytical method could account for this dramatic difference between the
two groups of samples.

This report reflects the most accurate data available at this time.

Samples and extracts will be retained for future evaluation, if necessary.

REPORT DATE: 0521/99
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8.1 Attachment A: Quantitative Results of PFOS and PFHS Determination

8.2 Attachment B: Qualitative Summary of FCs identified in Samples of Children’s Sera
8.3 Attachment C: Table of FACT Acronyms

8.4  Attachment D: Chain of Custody

8.5 Attachment E: Analytical Data for PFOS and PFHS determination

Ao A (fwer | /2145
Lisa Clemen, Analytical Chemist Date

%A\ Aé\——- 5/21/95
Kris Hansen, Ph.D., Study Director Date
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. Serum Data +
Study GENO)1 PFOS and PFHS Extraction from serum ﬁ
Product NumBer(Test SuBstance): N/A ‘
Matrix H. Serum Filenames
Method/Revmion: ETS-8-4. end ETS-8-5.0
Analytical Equip System Numb Amelia 062498 PFOS PHFS Dilutions
Instrument Software/Version: Masslynx 3.2 Samples  043099018-30 0430990!r-30 1,1,110n0
Filename: See listing to the night Samples NA NA mn, i
R-Squared Value: See Attachments MS/MSD 04309903233  043099032-33 11, 1A, 171,111
Slope Soe Attachmants
Y-Intercept. See Attachments
Dete of Extraction/Analyst: 04/28/99 RWW
Date of Analysis/Anslyst: 04/30/99 HOJ
Dete of Data Reduction/Analyst: 050399 HOJ
Sample Dats
Serum —
Greup Sample # Extraction PFOS PFOS PFOS Aversge RSD PFHS PFHIS PFHS Average RSD
Dose Vel. Ratie Dilution Cene. Reperted PFOS Std. Dev. Diluticn Cone. Reported PFHS Std. Dev.
Facter ag/mL ug/mlL ug/ml, Factor ag/ml ug/ml, vg/ml,
Method BIk H20 Blk-1 10 1 0.00 <MDL 1 0.00 000
H20 Bik-2 1.0 1 0.00 <MDL <MDL <MDL 1! 0.00 0 00 000 000
Matnx Blk RBS04289-5BIlk-1 1.0 1 0.00 <MDL 1! 0.00 0.00
RBS04289-SBlk-2 1.0 1 0.00 <MDL <MDL <MDL 1 0.00 0.00 000 000
QC-250 ppb RBS04289-MS-1 10 1 281 113% 1 NS NS
RBS04289-MSD-2 1.0 1 256 103% 108% 0.0711 | NS NS NS NS
GENO1 9394 05 1 4 0.0312 | BB 6.48 0.0144
93195 04 1 195 0.0557 1: 16.7 00479
9396 04 1 255 0.0638 1. 199 0.0498
9397 04 1 131 0.0327 1 523 00131
9398 04 1 123 0.0352 1 1.8 0.0052
9399 04 1 10.7 0.0308 1 239 0.0068
9400 04 1 210 0.0601 1 N6 0107
9401 04 1 152 0.0380 1] 149 003712
9402 04 1 463 0.116 500 1 217 00229 874
9403 0.4 1 26.0 0.0744 0.0537 0.0269 i L 16.4 0.0469 00352 00307
Lamit of Quantitation (LOQ). PFOS = 4.93 ng/mL, PFHS = 4.93 ng/ml. PFOS = Perfluorooctanasulionate

Method Detection Limit (MDL): PFOS = 2.4 ng/ml., PFHS = 2.4 ng/ml.

Dete Entered/By:
Dete Verified/ By:

030399 LAC
0521/99 kjh

Sera(OFNOY
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APPENDIX B

Qualitative Summary of FCs identified in Children's Sera Samples

]

ot

~

{
Samgle # PFOS (ggbz PFHS (ggb! PFDS POAA M463 PFQSAA M556 MS70

9394 31 14 X X X X * X
9395 56 48 X X X X b X
9396 64 50 X X X X X b
9397 33 13 X X X ** X **
9398 35 5 X X X > X o
9399 31 7 X X X ** X X
9400 60 107 X X X X ** X
9401 38 37 X X X * - "
9402 116 23 X X X X X X
9403 74 47 X X X X X X

X = detected ** = not detected '

estimated detection limit for PFDS, POAA, M463 is 3 ppb
estimated detection limit for PFOSAA, M556, M570 is 5 ppb

estimated detection limit for PFOSA is 8 ppb
estimated detection limit for M513 is 12 ppb

T ——
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PFS's
PFHS C6F13S03-

PFOS  C8F17S03-
PFOSA C8F17SO2NH2

PFOSAA CS8F17SO2N((CH2CH3)(CH2C00))-
M556  C8F17SO2N((H)CH2CO0))-

M570  C8F17SO2N((CH3)(CH2C00))-

4 .., PEDS __ CIOF21S03- ** ... -. R
PFCA's

| POAA  C7F15COO-

; MS513 C9F19COO0-

a M463  C8F17COO- **

L

] PFS = perfluorinated sulfoante
PFCA = perfluorinated carboxylic acid

1 ** no standard material available for conﬁ_rmation;.



Lisa A. Clemen
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‘ 04/27/99 04:55 PM

Environmental Technology & Safety M
Services Building 02-3E-09
PO Box 3331
St. Paul, MN 55133-3331
(651) 778-5568 Fax: (651) 778-6176
To: Kris J. Hansen/US-Corporate/3M/US

Kari J. Rambo/US-Corporate/3M/US
Grant A. Paul/US-Corporate/SMlUS
cc:
Subject: GENO11 Sample Receipt

On 04/27/99 we received 10 special H. samples from Jean Burris of Occ. Medical.--These sampies have
been given project # FACT-GENO11, Lab request number W1724. Samples were received cold and have

,_)';M!JI /"((‘1//»

1' ... «-heen stared in Freezer 9 at -20.4/-10C:.. . . s N A
Lisa .
I 7) vere ,[4»'?/"//1?/5? —-_/'— Wo/



m Environmental Laboratory e Tab Request No. = Date Aocamed —Fim
Request Form ~ ! N, ! ot |
Address Requester . i Environmental Lab

3M Environmental Laboratory |™"™_ ‘ L“'“‘f“ : 5“"_"“ . [Dueiesded _ , Pioject Lead Expacted Comp.eton Dave
935 Bush Ave. JCe il Q30 2L O 131 424 F D'ﬂouﬁne R ié»‘ ey
Building 2-3E-09 Projéct Descriplion (40Characters Max) B Plant Code Planning Status Gualiy Aeview
St. Paul, MN 55106 (3 EN O” -‘)KCL » { - N”U{'na"s i -E)C/LI)I'\C - I .

tn: Sampl ia Is this a TSCA 8(d) project? (See back side for Instructions) . No. (Main) ub. Acct. las : 0. ass/Priority ate Snipped
A Phor':ee(g;‘ 5‘?%—2750 MUST BE CHECKED [ ves KMo | Y429 OBI0525009

Fax (612) 778-6176 Purpose of Tesl‘ng.
Orera [Otsca OJewa [Jceaa OOsowa [Owmsos [

Fy CwemTI-SEI Handing Comments

)

I (.\-.m,)')n. J‘}:}_l Clua.:z (;,;. C!t\hdn*} “IHB? Q,, J"am/)l_L I)um‘)if)

Al AT

Sample No. (Range 0-999) ————>

Sample Code (12 Character Max) ————>

Sample Date & Time (MWDD/YY, HH:MM) ————9p-

Sample Description (12 Character Max) =——=-$>

[Yosta Requiied

3M 1.D. (11 Character Stock No.) ==
Computer Code

Clab Avail. Date [Due Dale

—

"\’JH :-\})Ll |C\

B ot i

Form 10620 - P . PWO

Wnite - Environmental Lab Archives

Pink - Contractor

Canary - Disbursements

| Coples To: | W l;\("
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Chain of Custody Record 11437 i
3M Environmental Laboratory !
Form 35176 - PWO .
IM Facility 3M Project Title 3IM Project Numbfr
(- lj »'\': () l l Sl l L . :

Address 3M Facility Contact ’ o 3M Depanment Numoer

’” oo e )/ Yoo P 4 2 .(; ’ i :
Cay. State, Zp Code 3M Telephone Number L= Lab RequestTemplate Number

e, / / o )
/oy . oo /
StmpledBy e e Number Containers | » | [M] Samples Split See Attachment
sl , fovi of each g
Sampler Signature Date / iy Preservatives g 5 Comments
sl - / 1=

Item Sample ’ 210|813 g 3

¥ Description Date | Time | Matrix S|2|>|3 § g 5

L - T ] / 110 A i

2 1 ’ VA \“

3

4 / il \ly .

T

5 ARl il o PR PSP - - | ‘

6

7 . .‘ |.:\

8 AL '

9 | - . ! :

10 I Ny )

1 . ,

12 ] ) ) .

13 o - -

Item # Relinquished By/Affiliation Time Date Shipped Via Received By/Affiliation Time Date
: 7 . i . !
] l'! i [ / 'lllv‘ A H " i
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Extraction Worksheet ETS-8-4.0

: Study ¥/~ A o1/ Surrogate Std FC-Mix FC-Mix FC-Mix Date and
] Box#_SS-£7x approx.  ppm approx. 0.5 ppm | approx. 5 ppm approx. 50 ppm Initials for
Matrix /e m 20 Sz, | actual /e¢ ppm actual ppm actual ppm actual ppm Std. or
. # 7?0/1—_,_’ 2y | # T2 L2 # 55c/2-25-/ #_5sc/2-fc¢ | Comments
! IRl 2 T ~fr SBLx-fe ) B - - - YoxfsHe
' cNALKfe L - - - /
- Spd-lr L (ot |
| Ik fr 2 0.0 ) /
! D Sul [
- 50,4l (0.0 |
; = [Cipab 142 20.d , /
: = 2ol —/Y 2 5 lz/ [
R WE.22 / lol, ]
: ' - 7 Zab Y | - - EPAR [
} ) - - 2070 - ]
! -,Zfa..j <! - - S -
23pbec2l ¥V, - L e/ -
| s 1 Td : R E :
> B e — ER Rt /'7)/) - - - il -
G5~ &, 0Fn] " - -
= Lo~ / - - -
z.lr:,‘- - A0k ] - - -
G / - - -
54— (2 07| - - -
9459 ponZ-l, - - -
oo .02l - - -
2402~ 0¥ - - -
j ‘ - - - - L
- 1 t 101 t is located
Blank Zsdh. 7l Drie Sid# 7 AN~ -279) amount=__/, mL
Serum Extraction Method _ : TS XY D Date & Initials
Vortex 15 sec. J/2X /oG —f i/
Pipette Matrix Volume /f) ml
J Pipetic 1 mlof 0.5 M _TBA, pH 102« ¥l -S43 458. #__ G527 =0T |
; Pipettc 2 ml of 0.23 NayC03/0.25M NaHCO3 buffer _Std.#_D32// =15 & v
§ _ Dispense 5 ml of methyl-t-butyl ether > TN-A- 0 2. 595 v
] Sk mn Do 7 300 0D Tl Sl ocontodge -205% Y D)
| Centrifuge 20-25 min. Centrifuge speed: 50 & !
Remov organtctayer (2) Nz
WEVMW# Temperature: Ao [Zny /25725 =X s~
Add methanol Volume___/ 5/ ml TN-A- f
Vortex 30 sec. -I
(_Filter using a 3cc B-D svringe with a 0.2um filterintoa 1.5 m) autosample vial /.

MS/MSD/_Z_Cont. Checks: Spiked .5__uL ofa_’¢ - ppmstd (_%%¢/2 -4’ ) fora final concentration of
¢y 25 ¢ ppm. MS/MSD used sample 724 4. 2.5/ . Cont. Checks used same matrix as for std curve.
Surrogatc Standard: Splked >hoe ul of a ppmsdd(_____ )toall sampl? standards. and blanks
3 S gl // 25 hoprn, /757707 D e 2. 08 7/""’
g/ ﬁ//-}éﬁ ’/’ Jf‘J..c-/J// /’ )-/ »(-; - 'f“‘ J '/lﬁ)
Folle 0F F 20 mucd 35 posrsh // B fo fﬂ/;/.)/f...n’ Ve n //'rruy tng 7
Attachment A ETS-8-4.0 Page 10 of 13

(/A/ft ’u? l”, \//.,‘..,\.
(3) Fimnil poleme 15 2 2n

/'ll/

‘,L/VM’ i
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E}tmctuy\ :/f PFOS }rom ;??
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. fon Pair Standard Curves--GENOO6 (Human Scea - Decatur Samples)

Prep Date(s): 428199 Study Number: GENOLI

Analysi(s): RWW Equipment Number:

Sample Matrix: Human Sera Final Solvent & TN Number: MeOH / TN-A-2438
Method/Revision: ETS-8-4 0 Blank Fluid/Identifier: Rabbit Sera / TN-A-2391

‘Target Analyte(s): FC Mix (PFOS. PFOSA, PFOSAA. EtFOSE, PFOSEA, M556)

FC Mix Std Approx. 0.500 ppm:
FC Mix Std Approx. 5.00 ppm:
FC Mix Std Approx. 50.0 ppm:
Surrogate Std Approx. 100 ppm:

99012-29-2
99012-29-1
99012-100

99012-3-24

Actual Concentrations of Standards in the FC Mix & M570.

PFOS PFOSA PFOSAA EtFOSE | PFOSEA M556 FC Mix Al
Std Conc. Std Conc. Std Conc. Std Conc. Std Conc. Std Conc. Am't Spiked  Final Volume
ug/mL ug/mL ug/mL ug/mL ug/mL- ug/mL mL mL
0.500 0.500 0.500 0.500 0.5-00 0.500 0.010 1.015
0.500 0.500 0.500 0.500 0.500 0.500 0.020 1.025
5.00 5.00 5.00 5.00 5.00 5.00 0.005 1.010
500 5.00 5.00 5.00 5.00 5.00 0.010 _Jots
5.00 5.00 5.00 5.00 5.00 5.00 0.020 1.025
50.0 50.0 50.0 50.0 50.0 50.0 0.005 1.010
= o+ @ -1 50.0 500 - -~ 50.0°-" "50.0 =001 0010 1.015
50.0 50.0 500 50.0 50.0 50.0 0.015 1.020
50.0 50.0 50.0 50.0 50.0 50.0 0.020 1.025
Calculated Concentrations of Standards in the Sample Matrix.
PFOS ~ PFOSA PFOSAA | EtFOSE | PFOSEA MSS6 - Sarrogate All
Final Conc. Final Conc. Final Conc. | Final Conc. | Final Conc. | Final Conc. Std Conc. Am't Spiked
ng/mL ny_rrlllL nglﬂl. ng/_n_llL ngl_ml. ng/mL ug/mL mL
493 493 493 493 493 493 100 0.005
9.76 9.76 '9.76 9.76 9.76 9.76 Surrogate
24.8 24.8 24.8 248 248 24.8 Final Conc.
493 493 49.3 49.3 49.3 49.3 ng/mL
976 97.6 97.6 97.6 97.6 97.6 500
248 248 248 248 248 248
493 493 493 493 493 493
735 735 735 735 735 735
976 976 976 976 976 976
Actual Concentrations of Standards in the FC Mix.
PFOS PFOSA PFOSAA | E(FOSE | PFOSEA "M556 FC Mix All
Std Conc. Std Conc. Std Conc. Std Conc. Std Conc. Std Conc. Am't Spiked  Final Vol
ug/mL ug/mL ug/mL ug/mL ug/mL ug/mL mL mL
MS 5.00 5.00 5.00 5.00 5.00 5.00 0.010 2.011
MSD 500 5.00 5.00 5.00 5.00 5.00 0.010 2.011
Calculated Concentrations of Standards in the Rabbit Sera(.08 ml).
PFOS PFOSA PFOSAA EtFOSE PFOSEA Ms556 Surrogate All
Final Conc. Final Conc. Final Conc. | Final Conc. | Final Conc. | Final Conc. Std Cone. Am't Spiked
ng/mL ng/mL ng/mL ng/mL ng/mL ng/mL ug/mL mL
MS 625.00 625.00 625.00 625.00 625.00 625.00 100 0.001
MSD| 625.00 625.00 625.00 625.00 625.00 625.00 Surrogate
Final Conc.
ng/mL
R
50
Calculated Concentrations of Standards in Methanol(0.2 mi).
PFOS PFOSA PFOSAA | EtFOSE | PFOSEA MS56 Surrogate All
Final Conc. Final Conc. Final Conc. | Final Conc. | Final Conc. | Final Conc. Std Conc. Am't Spiked
ng/mL ng/mL ng/mL ng/mL ng/mL ng/mL ug/mL mL
MS 250.00 250.00 250.00 250.00 250.00 2?0.00 100 0.001
MSD 250.00 250.00 250.00 250.00 25000 250.00 Surrogate
Final Conc.
E,iml.
GENO! | ion pair sheet.xls 200
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Re-evaluated for dtﬁ'cxent range?

Date: {/ J /77

Analyst 4 e ¥ TEYS

FACT Study Number _ Q& ~vm (( Acceptable Linear Range: 4 7= 3354
Matrix s LOQ for this data set: 447 14
Time Points Al Re-cvaluated for differcat range? _/‘_/9'_
Dilutions? il

Analyw 1 7%= Analyts S:

Acceptable Linear Range: 4 53-Tx.c A4 Aceqnblel.mw
lLoQtxtisdatasee 4 A3/75 00 Tor this data set:
Re-evaluated for different range? Ve Re-cvaluated for different range?

Anaiyte 2 75T Analyte 6: N "
Acceptable Linear Rangs: 4 93 - YISA4 Acceptable Linear Range: y

LOQ for this dataset: 4 13 M LOQ for this data set U
Re-cvaluated for different range?  __ A/ Re-cvaluated for different rafge?
Analyte 3: EC;

Acceptable Lincar Range:_ 41 -3 ~ YIS

LOQ for this data set: 4 <3 /4
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Quant 1ty Compound Summary Report Page 1

Sampiew List C:\MASSLYNX\rats2.PRO\SampleDB\04309%a2
Lest modified. Mon May 03 06:48:38 1999

Mathoud C:\MASSLYNX\rats2.PRO\MethDB\04309%a
Last modified: Mon May 03 07:33:57 1999

Jop Code

Printed: Mon May 03 07:34:31 1999

Compound 1: PFHS

& Name Sanplelist Text TYPe std Cone T Area Conc. Plags SDav
Lo 30990u1 GENO1l RBS04289-250 ppb Analyte 4.735 473 199.93 bd
S 439902 GENO1l RBS0U4289-250 ppb Analyte 4.720 $21  220.14 bb
3 43099uGs NeOH Blank Analyte
G b vanna MeOH Blank Analyte
Lo GEND11 RBS04289-WBlank-1 Analyte
R N1 [T GENO11 RBSU4289-5B8lank-1 Analyte
RN TV GENOLl RBSU4289-5 ppb-1 Standard .9
- .431,%%008 GENO11l RBS04289-10 ppb-1 sStandard 9.76 4.691 26 8,35 MM -14
4 :4,099009 GENO1l RBS04289~25 ppb-1 sStandard 24.80  4.697 60 23.01 M -1
CLu435u9903%u GENOL1 RBS04289-50 ppb-~1 Standard 49.30 4.691 126 51.29 MM 4
1. 543099011 GENO1l RBS04289-100 ppb-1 . standard ©97.60 4.677 215 89.51 bb -8
1T 143099012 GENO1l RBS04289-250 ppb-1 Standard 248,00 4.609 613  259.77 MM [
;4399032 GENO11 RBS04289-500 ppb-1 Standard 493.00 4.660 1107 470.97 MM -4
Jo.42339004 GENO11l RBS04289-750 ppb-1 . Standard 735.00 4.686 1724 735.29 MM [
- 9901 MeCOH Blanx Analyte
3 MeOH Blank Analyte
GEN011 RBS04289-WBlank-1 Analyte
GENO11l, 9394 (0.09 mL) Analyte 4.689 216 $5.73 MM
GENO11, 9395 (0.07 aL} Analyte 4.677 $37  226.99 bd
GENO1l, 9396 (0.08 mL) Analyte 4.682 636 _._269.51 bb
GENOl1l, 9397 (0.07 =L} Analyte 4.686 1 73.01 MM \M
GENO1l, 9398 {0.07 aL} Analyte 4.608 10 27.10 M ‘ Ev\
GENO1l RBS04289-50 ppb-1 oc 49.30 4.708 139 $6.93 MM 15 5
HMeOH Blank o . Analyte .. ~wiioceed.64d-- - —- S0 18.61 MM \C\A\“M V.
- -GENO11 RBS04289-WBlank-1 Analyte y(le
GENO11l, 9399 (0.07 =L) Analyte 4.708 (1] 35.00 MM
Tl GENO1l, 9400 (0.07 mL) Analyte 4.6089 1188 505.91 MM ??QS \/1 (;ur\rL
e 143799023 GENO11l, 5401 (0.08 mL) Analyte 4.696 479  202.49 MM
23 143499029 GENO11, 9402 (0.08 mL) Analyte 4.693 300 125.96 bd 3
3. 343099030  GENOL1, 9403 (0.07 ml) Analyte al69s 527 222.75 on Slg‘;lq,i
3. 243099031 GENO11 RBS04289-50 ppb-1 ec 49,30 4.697 130 52.97 MM 7
2 243099032 GENO11 RBS04209-250 ppb, MS Analyte 4.696 €79  208.14 MM mc/
33 343099033 - GENO11 RBS04289-250 ppb, MSD Analyte 4.691 651  276.12 MM
34 £43099034 GENO11 RBS04289-50 ppb-~1 oc 49.30 4.706 143 $8.43 MM 19 bfj
3¢ 343099035 MeOH Blank Analyte Ad
3¢ 143C99036 GENO11 RBS04289-WBlank-2 Analyte
37 333099037 GENG11 RBS04289-SBlank-2 Analyte
34 343099038 GENO11 RBS04209-5 ppb-2 Standard 4.93
35 343099039 GENO1l RBS04289-10 ppb-2 Standard 9.76 4.699 35 12.27 M 26
4t 243699040 GENQ11 RBS04289-25 ppb-2 Standard 24.80 4.702 60 23.21 bb -6
41 343099041 GENO1l RBS04289-50 ppb-2 Standard 49.30 4.706 127 51.06 MM 5
32 143099042 GENO11 RBS04289-100 ppb~2 Standard 97.60 4.697 243 101.25M 4
43 343099043 GENO1l RBS04289-250 ppb-2 Standard 248.00  4.694 543 229.85 MM -7
44 243099044 GENO11 RBS04289-500 ppb-2 Standazd 493.00 4.684 1179 S01.72 MM 2
45 043099045 GENO11 RBS04289-750 ppb-2 Standard 735.00 4¢.701 1774 756.56 MM 3

Amelia 062498: Reviewad and quantitated by ho) $5/3/99
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Quantify Compound Summary Report

Sample List: C:\MASSLYNX\rats2.PRO\SampleDB\043099a)
Last modified: Mon May 03 06:48:38 1999

Method: C:\MASSLYNX\rats2.PRO\MethDS\043099a
Last modified: Mon May 03 07:33:57 1999

Job Cods

Printed: Mon May 03 07:34:31 1999

Page 2

Compound 2. PFOS

¢ Name Samplelist Text
oo SENOL: RBS44289-250 ppb
RTINS SENOI. RBS;3239-250 ppb
PP TREN MeCH 8lank
IR US| MeOK Blank
[RRATE & LY GENOl1 RBS04289-wBlank-1
ERREL DT GENO11 RBS04209-SBlank-1l
ILETEE TR GENO11 RBSQ4289-5 ppb-1l
- i3399uce GENOl] RBS04289-10 ppb-1
DFERTPRT TP ) GENO1l RBS04289-25 ppb-1
1319901 GENG11 RBS504289-50 ppb-1
RERL LIS GENO1! RBS04289-100 ppb-1
143699912 GENO1l RBS04289-250 ppb-1l
+q3099013 GENO11 RBS04289-500 ppb-1
343099014 GENO11 RBS04289-750 ppb~1
143599015 MeOH Blank
1430990:6 MeOH Blank
343099027 GENO11l RBS04209-WBlank-l
243099018 GENO11, 9394 {0.09 mL)
243099019 GENO1l, 9395 (0.07 mL)
043099020 GENC11l, 9396 (0.08 mL)
043099021 GENO11, 9397 {0.07 mlL)

043099022 GENO11l, 9398 (0.07 mL)
043099023 GENO1l RBS04289-50 ppb-l

043099024 MeOH Blank .

-7 42%:041008025- - GENO1l RBS04289-WBlank-1- - ’
43099026 | GENO11l, 939% (0.07 mL)
2741099027 GENO11, 940C {0.07 mL)

I 43099328 GENO11l, 9401 :0.08 mL)

; GENO11, 9412 (0.08 mL)
GENO1l, 9493 {0.07 mL)
GENO1. RB504209-50 ppb-l
GENO1l RBS04289-250 ppb, MS
GENO1l RBS504239-250 ppb, MSD

4599023
L43099¢34 GENOl! RBS04289-50 ppb-1

39.35 MeOH Blank
GENO11 RBS04289-WBlank-2
GENO11 RBS04289-SBlank-2
GENO11 RBS04209-5 ppb-2
2 GENO1: RBS04289-10 ppb-2
3 GENO11 RBS04289-25 ppb-2
3099041 GENO11 RBS04289-50 ppb-2

243099042 GENO11l RBS04289-100 ppb-2
<3 343099043 GENO11 RBS04289-250 ppb-2
44 943099044 GENO11 RBS042895-500 ppb-2

45 033099045 GENO11 RBS04289-750 ppb-2

Amelia D62498: Reviewed and quantitated by hoj $/3/99

Type
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard
Standard
Standard
Standard
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte

Q<

Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte

Qc
Analyte
Analyte

Qc
Analyte
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard
Standard
Standard
Standard

atd Conc

4.9
9.76
24.90
49.30
$7.60
248.00
493.00
735.00

49.30

49.30

49.30

4.93
9.76
24.60
49.30
97.60
248.00
493.00
735.00

5.238
5.249
5.259
$.250
5.255

5.281
5.240

"$.246

5.250

$.265
5.245
5.253
5.249

s041
6144

161
314
819
1551
2995
6950
12095
19202

24
453

el

42

399
1459

7
671
189
1461

1591
7594
6928
1600

176
319

1554
3138
6834
13256
19108

Conc.
196.42
196.10

4.7

Tlags SDev

bb

bb

bb -4

bd -2

bb 4

bb 0

bb -2

bbX -11

bbX -16

bbX ~16
-,

M

bb

bb

bb

bb

bb

bb -6

bb

bb

bd

bb

bb

] 2

bb

bb

bb 3

bb 5

bb 0

bb -3

bb 0

bb 2

bbX -12

bbX -14

bbX -17

Enkrd

oY

}o’z}’ﬁ
AL
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Quantify Compound Summary Report

Page 3

Sample List: c:\msum(\nuz.m\n-punl\ouo».x
Last modified: Mon May 0J 06 :368 1999

Method: C: \MASSLYNX\rats2 . PRO\MathDB\043099%2
Last modified: Mon May 03 07:133:57 1999

Job Code:

Printed: Mon May 03 07:34:3%1 1999

Compound ) PFOS

s Name Samplelist Text TYpe std Conc RT Ares Conc. Flags \Dev
e GENOL1. PBSw4299-250 ppb Analyte 5.6%9 12 €5.74 bd
e SENuL . KBSO4299-250 ppd Analyte 5.641 23 342.31 bb
o ey MeOH B.anx Analyte
R TN MeOH B.ank Analyte
PR X LI GENO11l RBSu4239-wBlank-1 Analyte
EEIR 1 DTS GENU11 RBSO4239-SBlank-1 Analyte
FRUE TTTTN GENO1] ABS04289-S ppb-1 Standard 4.93
- 41199004 GENG11 RBS04289-10 ppb-1 Standard 9.76 .
s+ 47599009 GENO11 RBS042@89-25 ppb-1 Standard 24.80 5.553 10 8.72 bb ~65
L 13999910 GENO11 AB504289-50 ppb-1 Standard 49.30 5.590 13 87.16 MM ”
RRETEDL L 18] GENO11 RBS04289-100 ppb-1 . Scandard 97.60 S.644 11 47.01 bb -52
L. 43999010 GENO11 RBS04289-250 ppb-1 Standard 248.00 5.654 19 249.5) pb 1
.3 143099012 GENO11 RB504289-500 ppb~1 Standard 493.00 $.626 29 499.12 bb 1
14 143099014 GENO11 RBS04289-750 ppb-~1 Standard 735.00 5.632 M 632.03 MM -14
15 143099015 MeOH Blank ! Analyte
16 543099016 MeOH Blank Analyte $.703 S0 1030.72 bd
17 043099017 GENO11 RBS04299-W8lank-1 Analyte
la GENO11l, 9394 {0.09 al) Analyte 5.679 16 178.76 M
.9 GENO11l, 92395 ({0.07 mL} Analyte - 5.49 4 bb
GENO11, 9396 (0.08 mL) Analyte 5.627 26 bd
2. 043099021 GENO11l, 9397 ({0.07 mL}) Analyte 5.649 20 bb
22 243099022 GENO11l, 93989 (0.07 ml) Analyte 5.632 ¢6 bb
£3 )43099022 GENO11 ABS04289-50 ppb-1 Qoc 49.30 5.829 9 ™ =100
24 043099024 MeOH Blank . Anslyte R VT PR | -
= 44 HeIOUP02S~— " GENOL1 ABS04289-WBlank-1 Analyte
26 543099026 GENO1l, 9399 (0.07 mL} Analyte 5.480 [] bb
27 543099027 GENO11l, 9400 (0.07 mL) Analyts 5.614 23 bb
2& 343999028 GENO11l, 9401 (0.08 mL} Analyte 5.643 16 bb
Tr 43099029 GENO1l, 9402 (0.08 aL) Analyts $.617 22 bb
I 443199030 GENO11l, 9403 (0.07 ml) Analyte $.641 46 bb
3T 471703903 GENO1: RBS04289-50 ppb-1 Qc 49.30
i. 42699532 GENO11 RBS504289-250 ppb, MS Analyte 5.647 23 bb
PO L DRk .GENO11l RBS04289-250 ppb, MSD Analyte 5.639 15 bb
ce 43099033 GENO1: RBS04289-50 ppb-1 Qc 49.30
cE 0 43.99435 MeOH Blank Analyte
se 43799038 GENO11l RBS04289-WBlank-2 Analyte
3T L2997 GENOl1 RBS04289~SBlank-2 Analyte
3¢ 24399034 GENO11 RBS(4209-5 ppb-2 Standard 4.92
29 ,33.39u39 GENO11 RBS04289-10 ppb-2 Standard 9.76
4. 243599040 GENO11 RBS04289-25 ppb-2 Standard 24.00
41 033599041 GENO11 RBS04289-50 ppb-2 Standard 49.30 5.626 16 174.77 bbX 255
47 £43099042 GENO11 RBS04289-100 ppb-2 Standard 97.60 5.63%9 13 106.26 MM 9
43 0430999043 GENOl1l R8S04209~250 ppb-2 Standard 248,00 5.599 23 355.64 MM 43
44 743099044 GENO13l RBS04289-500 ppb-2 Standard 493,00 5.649 28 473,47 MM -4
45 0430959045 GENO1l RBS04289-750 ppb-2 Standard 735.00 5.625 39 162.37 MM 4

Amelia 062498: Reviewed and quantitated by ho3 3/3/99
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Quantify Calidbration Report Page 1
Calibration: C: \MASSLYRX\rats2. PRO\CurveDB\ 043099

Last modified: Mon May 03 07:34:05 1999
Printed: Mon May 03 07:36:44 1999

Compound | name: PFHS

Coefficient of Determination: 0.998313
Calibration curve: 2.33693 * x + 6.12110
Response type: External Std, Area

Curve type: Linear, Origin: Exclude, Weighting: 1/x, Axis trans: None

1.77¢3 |
|
|

i
'

-14.4 : , Conc
0.0 100.0 200.0 300.0 400.0 500.0 600.0  700.0

Amelia 062498: Reviewed and quantitated by ho) 3/3/9%



! Quentify Calibration Report

Calibration: C:\MASSLYNX\rats2.PRO\CurveDB\043099a
Last mouifiec: Mon May 03 07:34:05 1999

Page 2

I Printed Mon May 03 07:36:44 1999

Compound 2 name: PFOS
. Coefficient of Determination: 0.998987
3 Calibration curve: 31.2623 * x + 13.4094
3 Response type: External Std, Area
Curve type: Linear, Origin: Exclude, Weighting: 1/x, Axis trans: None

‘i 2.30e4 |

5.26.

i /- %Conc

(¥

-16.9 -

©

2

0.0 100.0 2000 3000 4000

500.0

1600.0

Amelia 062498: Raviawed and quantitated by hoj $/3/99

7000

Conc



Quantify Calibration Raport Page 3
Calibravion: C: \MASSLYNX\rats2.PRO\CurveDB\04309%
Last modiCied: Mon May 03 07:34:08 1999
Printed Mon May 0) 07:36:44 1999

Compound 3 name: PFDS

Coefficient of Determination: 0.955785

Calibration curve: 0.0390723 * x + 9.30435

Response type: External Std, Area

Curve type: Linear, Origin: Exclude, Weighting: 1/x, Axis trans: None

: 39.1 :

|
|
|
f
;
|

j ~—=~Response| -

(0]

l /- %Conc

-64.8 : — : Conc
0.0 1000 2000 300.0 4000 ~  500.0 600.0 700.0

Amelia 062496: Raviewed and quantitated by ho) 3/3/99
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Quan%ity Compound Suswmary Resport

Sample List.
Lasr. modLl1ed:
Method

Last modified:
Job Code

Printed:

C:\MASSLYNX\racs2.PRO\SampleDB\04309%9a1

Mon May 03 06:48:30 1999

C: \MASSLYNX\rats2.PRO\MathDB\G43099a

Mon May 03 07:133:57 1999

Mon May 03 07:40:56 1999

Page 1

Compound 1: PFNS

ame
24 3999001
PLETIR S DITA
24 5099003
43999004
4 3099u08
.4 3U99%0us
243099907
;43199008
743999009
143099010
.43099011
543099012
~433901)
43939014
ERNCLIE
<1-9901s
FPERPEL [V h e
19 .43L9%ly

IR LE SR PR 3

< woa

1

i
12
22
1<

23 53199923
44 (43399024

26 "53099ul6
27 143099027
26 143099028
29 1433999029
30 343099030
31 343099031
32 043099032
33 943099023
34 243099034
35 143099038
36 043099036
37 343099037
38 243099038
39 943099039
40 343099040
41 543099041
42 33099042
43 543099042
44 143095044
45 343099045

Amelia 062498: Raviswed and quantitated by ho) 5/3/99

Samplelist Text

GENO11
GENO11

RBS04239-250 ppb
RBS)4289-250 ppb

MeOH Blank
MeOH Blank

GENO11
GENG11
GENC11
GENO11
GENO11
GENO11
GENO11
GENO11
GENO11
GENO11

RBS04289-WBlank~1
RB504289-SBlank-1

RB504289-5 ppb-1

RBS04289-10 ppb-1
RBS04289-25 ppb-1
RBS04289-50 ppb-1

RBS04289-100 ppb-1
RBS04229-250 ppb-1
RBS04239-500 ppb-1
ABS04289-750 ppb-1

MeOH Blank
MeOH Blank

GENO11

GENO11,
GENO11,
GENO11,
GENO11,
GENO11,
GENO11l

RBS04289-WBlank-1
9394 {0.09 mL)
9395 (0.07 mL)
9396 (0.00 mL)
9397 (0.07 mi)
$398 (0.07 mL)

RBS04289-50 ppb-1

MeOH Blank

- * GENO1l

GENO11,
GENO11,
GENO11,
GENO11,
GENO11,
GENO11
GENO11
- GENO1l
GENO11

RBS04289-WBlank-1' "~

9399 (0.07 ml)
9400 (0.07 ml)
9401 (0.08 mlL)
9402 (0.08 aL)
9403 (0.07 =mlL)
RBS04289-50 ppb-1

RBS04209-250 ppb, MS
RBS04289-250 ppb, MSD

RBS04289-50 ppb-1

MeOH Blank

GENO11
GENO11
GENO11
GENO11
GENO11l
GENO11
GENO11
GENO11
GENO11
GENO11

RBS04289-WBlank-2
RBS04289-SBlank-2
RBS04289-5 ppb~2
RBS04289-10 ppb-2
RBS04289-25 ppb-2
RBS04289-50 ppb-2
RBS04289-100 ppb~2
RBS04289-250 ppb-2
RBS04289-500 ppb-2
RBS04289-750 ppb-2

TYpe
Analyte
Analyte
Analyte
Analyte
Analyte
Anslyte
Standard
Standard
Standard
Standard
Standard
Standard
Standard
Standard
Anslyte
Analyte
Analyte
Analyts
Analyte
Analyte
Analyte
Analyte
oc

Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte

oC
Analyte
Analyte
[

Analyte

Analyte

Analyte

Standard
Standard
Standard
Standard
Standard
Standard
Standard
Standard

std Conc RT
4.738%
4.720
.93
9.76 4.691
24.90 4,697
49.30 4.691
97.60 4.677
248.00 4.609
493.00 4,630
73s8.00 4.686
4.639
4.67M
4.682
4.686
4.685
49.30 4.70S
et 4o 644~
4.708
4.609
4.696
4.69]
4.695
49.30 4.697
4.696
4.691
49.30 4.706
4.93
9.76 4.699
24.90 4.702
49.30 4.706
97.60 4.697
240,00 4.694
493.00 4.68¢
735.00 4.701

Area
473
521

26

126
215
613
1107
1724

216
537
636
177
70
139
50

[ L]
1108
479
360
527
130
679
651
143

35

127
243
543
1179
1774

Conc.
199.93
220.14

Tlags SDev
bb
bb
MM -14
MM -7
M 4
bb -8
" )
M -4
MM [}
]
bb
bb
M
MM
MM 18
]
]
MM
MM
bb
M
MM ?
w0
MM
™ 19
MM 26
bb -6
M 1)
M 4
MM -7
M 2
0] 3
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Quent ity Compound Susmary Report

Sample List.
Last mudified
Method

Last modified"
Job Code:

Printed:

C:\MASSLYNX\rats2. PRO\SanpleDB\ 0430992l
Mon May 03 06:48:30 1999
C:\MASSLYNX\rats2.PRO\MethDS\043099%a
Mon May 03 07:33:57 1999

Mon May 03 07:40:56 1999

Page 2

Compound 2: PFOS

Name

w4 399001
14399002
0431099003
143099004
143999005
143199006
143699007
4 1431399008
3 143799009
J 4435499010
3

S R Y PR

14369901
143599012
143699913

799014

99015

3039016

17 43039017

13 343.,9901%

19 :43.99:19

249 143739020

2. +43039902

22 "4379%022

&3 43099023

REELS M

2€ 3793028
3T 33059027
29 24339928
9 ;43.99029

3¢ $43539030
1 43099031

32 043099032
33 043099033
34 043099034
35 0430990135
36 043099036
37 943099037
38 043099038
39 043099039
40 043099040
41 043599041
2 343099042

43 243099043
44 943099044
45 43099045

Amelia 062498:

Samplelist Text

GENOl1 RBS04289-250 ppb
GENO11 RBS04289-250 ppb
MeOH Blank

MeOH Slank

GENO1l RBS04289-WBlank-1
GENO11 RBS0O4289-SBlank-1
GENOll RBS04289-5 ppb-1
GENO11 RBS04289-10 ppb-1
GENO11 RBS04289-25 ppb-1
GENO1l RBS04289-50 ppb-l
GENO1l RBS04289-100 ppb~1
GENO11 RBS04289-250 ppd-1
GENO11 RBS042809-500 ppb-1
GENO11 RBS04289-~75C ppb-1l
MeOH Blank

MeOH Blank

GENC11l RBS04289-WBlank-1
GENCI1, 5394 (0.09 al)
GENO1l, $395 (0.07 mlL)
GENO11, 9396 (0.08 alL)
GENO11l, 9397 (0.07 alL}
GENO11, 93939 (0.07 ml}
GENO11 RBS04289-50 ppb-1

T R4iddu3024.. . MeOH Blank B

GENO11 RBS04289-WBlank-1
GENO11, 9399 10.07 mL}
GENOLl, 9400 (0.07 mL)
GENO1i, 9401 (0.08 mL)
GENOLl, 9402 (0.08 mL)
GENO11, 9403 (0.07 mL)
GENO11l RBS04289-50 ppb-1

. GENO1l RBS04209-250 ppb, MS
GENO11l RBS04289-250 ppb, MSD
GENO11 RBS04289-50 ppb-1
MeOH Blank
GENO11l RBS04289-WBlank-2
GENO11l RBS04289-SBlank-2
GENO1l RBS04289-5 ppb-2
GENO11 RBS04289~10 ppb-2
GENO11 RBS04289-25 ppb-2
GENO11 RBS04289-50 ppb-2
GENO11 RBS04289-100 ppb-2
GENO1l RBS04289-250 ppb-2
GENO1l RBS04289~500 ppb-2
GENOL1 RBS04289-750 ppb-2

Reviewed and quantitated by ho) $/3/99

Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard
Standard
Standard
Standard
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyts
Qc
Analytes
Analyts
Analyte
Analyte
Analyte
Analyte
Anslyte
Qc
Analyte
Analyte
Qc
Analyte
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard
Standard
Standazd
Standard

std Conc

49-390
o N

49.30

49.30

4.93
9.76
24.80
49.30
97.60
248.00
493.00
735.00

5.254
5§.237
5.244

s.2%1

3.256
5.239
5.244

Ares
5841
6144

161
4
[ 23]
1551
2985
6950
12895
19202

24
453
623
1nr-~
423
399

_._.1489

k)
671
485
1461
827
1591
7594
6928
1600

176

765
1554
313%
6834

13256
19108

Conc. Flags \Dev
215.01 bb
227.13 bbb
3.29 b =33
9.02 vb -8
27.91 bb 13
55.29 bb 12
109.)4 bd 12
257.30 dbd 4
479.71 bd -3
715.64 bb -3
0.00 MM
14.23 bd
20.57 bb
27.61 bb
13.0% b
12.21 b
51.06 B> S
10.27 bk
22.380 ®d
15.57 bd
51.95 bb
28.23 bd
56.80 bb 18
281.40 bb
256.46 bb
$7.14 bd 16
3.85 bb -22
9.21 bb -6
25.89 bb 4
$5.42 bb 12
114.%7 bb - 17
252.96 bb 2
493.22 bb 0
712.14 bb -3

3 Enked 05 /03]
U
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Quan'.ity Compound Summary Report

Page 3

Sampiu List C:\MASSLYNX\rats2. PRO\SampleDB\043099a1
Last modified: Mon May O3 06:48:38 1999

Method C:\MASSLYNX\rats2. PRO\MathDB\043099a
Lasr modified: Mon May O 07:33:57 1999

Job Code

Prainted Mon May 03 07:40:56 1999

Compound J: PFDS

# Name Samplalist Text 1Type std Conc R? Ares Conec. Tlags WDev
1 043029001 GENO1l RBS04289-250 ppb Analyte $.6%9 12 65.74 bd
2 043099002 GENOLl RBS04289-250 ppd Analyte s.641 23 342.31 bd
3 N43199003 MeOH Blank Analyte
4 0431099004 MeOH Blank Analyte
¢ 043,99005 GENO1l1l RBS04289-WBlank-1 Analyte
6 143029006 GENO11 RBS04289-SBlank-1 Analyte
7 143099007 GENO11 RBS04289-5 ppb-1 Standard .9
= 4 3U9900% GENO11 RBS04289-10 ppb-1 Standard 9.76
| 3 143,99009 GENO1l RBS04289-25 ppb-1 Standard 24.80 5.553 10 8.72 bb -65
i 1. 43799010 GENO1] RBS04289-50 ppb-1 Standard 49.30 5.59%0 13 07.16 MM 7
1 12 93309961 GENO11 RBS04289-100 ppb~1 . Standard 97.60 5.644 11 47.01 bb -52
' 12 943u99012 GENO1l RBS04289-250 ppb-1 Standard 248.00 5.654 19  249.53 bb 1
13 043599013 GENO11 RBS04289-500 ppb-1 Standard 493.00 5.626 29 499.12 bb 1
14 v43099014 GENO11 RBS04289-750 ppb-1 . Standard 735.00 5.632 34  632.03 M -14
15 943099015 MeOH Blank Analyte
16 243699016 MeOH Blank Anslyte 5.703 S0 1030.72 bb
17 943999017 GENO1l RBS04289-WBlank-1 Analyte
19 343999013 GENO1l, 9394 (0.09 mL) Analyte -5.679 16 178.76 M
19 24399019 GENCG11l, 9395 (0.07 mL) Analyte 5.491 ] 0.00 bb
23 143099020 GENO11, 93196 :0.08 mL) Analyte 5.627 26-~ 428.30 bb
) 21 42599021 GENG11l, 9397 10.07 ml) Analyte 5,649 20 262.40 bb
i 12 443099022 GENO1l, 9398 (0.07 ml) Analyte $.632 66 1440.50 bb
: I3 4499023 GENO11 RBS04289-50 ppb-1 . oCc 49,30 _5.629 9 0.00 ¥ =100
] s i adedfli4~- - - MeOR Blank - : Analyte - TS SAY 6 0.00 M4
I 4139902% GENO11l R8504289-WBlank=-1 Analyte
PEULL VA GENO11l, 9399 (0.07 mL) Analyte 5.490 6 0.00 bb
GENO1l, 9400 (0.07 mL) Anslyte 5.614 23 344.15 bb
GENO11l, 9401 (0.08 mLk) Analyte 5.643 16 178.86 bb
. GENO1l, 9402 (0.08 mL) Analyte 5.617 22 328.33 bb
35 343099530 GENO1l, 9403 (0.07 mL) Analyte §.641 46  943.73 bb
31 ,43099031 GENO11 RBS04289-50 ppb-1 Q¢ 49.30
32 43099032 | GENO1l RBS04289-250 ppb, MS Analyte 5.647 23 341.84 Bd
33 343099033 GENO11 RBS04289-250 ppb, MSD Analyte $.639 15 148.95 bb
34 043099034 GENO11l RBS04289-50 ppb~-1 Qc 49.30
35 043099035 MeOH Blank Analyte
36 043099036 GENO11 RBS04289-WBlank-2 . Analyte
37 043099037 GENO11l RBS04289-SBlank-2 Analyte
38 043099038 GENG11 RBS04289-5 ppb-2 Standard 4.93
39 043099039 GENO11 RBS04289-10 ppb-2 Standard 9.76
40 043099040 GENO11 RBS04299-25 ppb-2 Standard 24.%0
1 41 043095041 GENO11 RBS04289-50 ppb-2 Standard 49.30 5.626 16 174.77 bbX 255
42 043099042 GENO11 ABS04289-100 ppb-2 standard 97.60 5.639 13 106.26 M4 9
43 043099043 GENO11l ABS04289-250 ppb~2 Standard 248.00 5.%98 23 355.64 MM 43
4 44 043099044 GENO11 RBS04289-500 ppb-2 Standard 493.00 5.648 28 473.47 MM -4
45 043099045 GENO11 RBS04289-750 ppb-2 Standard 735.00 5,628 39 762,37 MM 4

Amalia 062498: Reviewed and quantitated by hoj 5/3/99




Quantify Calibration Report Page 1

Calibrarion: C: \MASSLYNX\rats2. PRO\CurveDB\04309%2
Last wmostified: Mon May 03 07:40:38 1999
Printed Mon May 03 07:40:58 1999

Compound | name: PFHS

Coefficient of Determination: 0.998313

Calibration curve: 2.33693 * x + 6.12110

Response type: External Std, Area

Curve type: Linear, Origin: Exclude, Weighting: 1/x, Axis trans: None

1.77e3

4~ Response|"

0 T T T I i 13 I 1 I )
25.7,
] i
J /- %Conc
| ¢
i
| 4
-14.4 : : . v Conc
0.0 1000 2000 3000 __ 4000 ' 5000 6000 7000
Amelia 062498: Reviewed and quantitated by hoj $/3/9%
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Quantify Calibration Report Page 2

Calibrarion C: \MASSLYNX\rats2. PRO\CurveDB\04309%
Last modified: Mon May 0J 07:40:30 1999
Printed Mon May 03 07:40:58 1999

Compound 2 name: PFOS

Cocflicient of Determination: 0.998238

Calibration curve: 26.7298 * x + 72.7186-

Response type: External Std, Area

Curve type: Linear, Origin: Exclude, Welghnng 1/x, Axis trans: None

1.97e4

17.4.

/- %Conc |

i
-33.2! Conc

1

0.0 100.0  200.0 300.0 4000 5000 6000  700.0

Amalia 062498: Reviewed and quantitated by hoj $/3/9%
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e

M. §oor

Me:t 2ot 0 e C:A\MASSLYNA . ratsl. PRO\MethDB\04309%a .add

[T B U BT Mun May U3 97:33:57 1999

e it 1: PFHS

Printel: Mon May 1) 07:53:34 1999 11 K . -
@ DGIYSS

Lompon:d Name: PFHS

[nterna. Ket.: {None)

QJuentily Trace: TiC

Conc. %! Standards: Conc. A

User kE Jalue: 1.000000, Disabled

User pea Feclor: 1.000000

intwitac = Window Factor: 2.000

.. abawn

* Time mLAS):
retent:on Time:
il AL lIw mINSit

Pour Lele L U0t
resgc T

Respcr.se Type:
Respunse:

<3.1braz.on Curves
Polynomial Type:
Point 2f Origin:
Fit Weighting:

4= ERES<Trenefermation:
Concentration
Units:
Noise
Peak~to-peak ampljitude:
Smootn
Smoothing:
Window size (scans):
Number Sf{ smooths:
Smccthing method:

Base..rnes

&..2y threshold:
e ceak tailing:
Ra.Se Safe.lne paximum:

iC&. threshold:
sndulders:
nau.ser tnreshold:

Respense Thresnold

4.487, Enabled
0.000., Disabled
0.584

Nearest

External
Areas

Linear
Exclude

/X . it e

None ot

206

Disabled
3
z ~

20.00
$0.00
5.00

10.00
Disabled
40.00

Relat:ve
Absolate
Relative
Absolute

height:
height:
area:
area:-

1.50,
0.00,
2.00,
Q.00,

Disabled
Disabled
Disabled
Disabled



irwge Q2

Mot ey
Mest b of * C:\MASSLYNX\rats2.PRO\NethDB\0413099a .mdb

it meb, Mon May 03 07:33:57 199%.

Y TR 2: PFOS

Printau: Mon May 03 07:53:34 1999 A LG. D(,l‘ﬂa Lq C’ Osbz/()()

TOMPaat. 3 Name
intethae, #et.:
Juantat s Trace:
i, Lt tangards:

tiser FF lalue:
User Feaar Factor:

Integtet2 Window Factor:

Peax .coation

Har . Time (mins):
TMer ALl w -minS,
TR NS i

budp i

Resp.fa~ Type:
fesSpLi.oe:

Sé.icraT.on Turves
Polynomial Type:

Point of Origin:
Fit Weighting:

T Axis-Isenefermation:

Concentration

Units:

Noise

Pear-to-peax amplitude:
smootn

Smoothing:

Window size (scans):
Number of smooths:
Smoothing method:

Base:ines

Join va..ay threshold:
Redice ceak tailing:
Ra:se casel:.ne maximum:

Raspcrse Threshold

Relative height:
Absolute height:
Relative area:
Absclute area:

“etent:ion Time:

PFOS
[None!
TIC
Conc. A

1.000000, Disabled
1.000000
2.000

€.106, Enabled
3.000, Disabled
0.39%0

Nearest

External
Areas

Linsar
Exclude
17X

Disabled
3
2

20.00
50.00
5.00

10.00
Disabled
40.00

1.50, Disabled
0.00, Disabled
2.00, Disabled
0.00, Disabled

e

P
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[ C:\MASSLVNA . rats2 . PRO\MethDB\04309%a . mdb
Mon May 03 n17:33:57 1999

CORp. st 3: PFOS

Mon May V3 N7:53:34 1999

01,2433

Amle

3 Name:
Heel 2
Tracel
Stengards:

ser b Velue:
User #2ax Factor:
inteyrate Window Factor:

Peak lLocation
Time !mins):

kecention Time:
iw mins::

Retens

“dur LA 1 34

Ca.ibres.on Zurves

Polynzm.al Type:
Point s? Jrigan:
Fit We.gnzing:

T RKxip-MewTsIoTRACtion:

Concentration

Units:

Noise

Peax-it-peak amplitude:
Smooth

Smoothing:

Window size (scans):
Number of smooths:
Smoothing method:

Base:.nes

Join valley threshold:
Recduce ceax ta:ling:
Raise caseline maximum:
Pear Sscazszion

. =hreshold:
viders:
tnzeshold:

resncld

he:gnt:
heignt:
area:
area:

PFDS
|None)
TIC
Conc. A

1.000000, Disabled
1.000000
2.000

$.573, Enabled
9.000, Disabled
9.228

Nearest

External
Azeas

Linear
Exclude
/X
None

80

Disabled
3
2

20.00
50.00
5.00

10.00
Disadbled
40.00

1.50, Disabled
0.00, Disabled
2.00, Disabled
0.00, Disabled

[AC. 0sle {/‘”




Quantify Compound Summary Report
GDN-011 Muman Sera / Qualitative Compound Check

Sample List:

Nethod:

Job

Cods:

Printed:

C: \MABSLYMX\PACT-1.PRO\SampleD8\050399b

Last modified: Moa May 03 16:01:10 1999
C: \MASSLYNX\PACT-1.PRO\NethDB\050399>

Last modified: Tue May 04 11:06:51 1999

Tue May 04 11:19:20 1999

Pags 1

Compound 1: POAA

X RN T W VR

[l il sl ol eR o=
CwBNOANEWNKHO

=TT

NN N
NoOwne wN

28

WD WL LN
AN eWwNHOW

37

Name

050399006
050399007
050199008
050399009
050393010
050199011
050399012
050399013
050199014
050399015
050399016
050399017
050399018
050399019
050399020
050399021
050399022
050399023
050399024
050399025

0503199027
050399028
050399029
050399030
050399031
050399032
050399033
050359034
050399035
050399036
050399037
050395038
050399039
050199040
050399041
050399042

Soup 020199:

Samplelist Text
MeOH Blank
MeOH Blank
GENO1l RBS04285-wBlank-1
GENDO11l RBS04289-SBlank-1
GENO1l RBS04289-S ppb-1
GENO1l RBS04289-10 ppb-1
GCENO1l RBS04289-25 ppb-l
GENO1l RBS04289-50 ppb-1
GENO1l RBS04283-100 ppb-1
MeOH Blank
MeOH Blank
GENO1l RBS04289-WBlank-1
GENO1l, 9354 (0.09
GENO1l, 9395 (0.07
CENO11, 9396 (0.08
GENO11, 9397 (0.07
GENO1l, 9358 (0.07
GENO1l RBS04289-50
MeOH Blank
GENC1l RBS04289-WBlank-1
11, 9399 (0.07 aL)
GENO11, %400 (0.07 =mL)
GENOL1l, 9401 (0.08 =al)
GENOll, 9402 (0.08 mL)
GENO1l, 9403 (0.07 mL)
GENOll R8S04289-50 ppb-1
GENO1l RBS04289-250 ppb,
GENO11 RBS04289-250 ppb.
GENO1l R3S04289-50 ppb-1l
MeCH Blank
GENO1l R3S04239-WBlank-2
GENO1l RBS04289-SBlank-2
GENO11l RBS04289-5 ppb-2
GENO11l RBS04289-10 ppb-2
GEND1l RBS04289-25 ppb-2
GENO1l RBS04289-50 ppb-2
GENOl1l RBS04289-100 ppb-2

wﬁ‘;’@d‘iue, (:\»»‘Eu

stad Conc

49.30

4%.30

4.93
9.76
24.80
49.30
97.60

»T
$.112
5.102
5.023
$.07¢
$.030
5.039
$.016
$.041
5.029
$.097

5.046
5.01%
5.012
§.019
5.01%
5.020
5.042

. 5.039

§.013
$.022
5.034
5.013
5.023
5.017
5.020
5.043
5.120
5.034
5.045
5.050
5.030
5.014
5.0)4
5.020

T

<=:::;____:>

e

N‘\._

BN S R S R R o

Y o Y VY Y T

1ags WDev

]
2f
-

EERBUNEEEDUTOOEUUN RPEUUCN FRIGANSNEN

"
oN

[
N o
ow

138

241.87
195.93

137

-100
~74
-68
-42

23

T NsT ENTEL - DATARAL

Quantitated and priated by 4arb 03/04/99

a%? /7‘/' |



Quantify Compound Sumaary Report Page 2
OEM-011 Human Sera / Qualitative Campound Check

sanple List: C: \MASSLYNX\PACT-1.PRO\ SampleDB\050399b
Last modified: Mon May 03 16:01:10 1999
Method: C: \RASSLYNX\FACT-1.PRO\NethDB\0S0399D ’
Last modified: Tue May 04 11:06:51 1999 l

i Aol

Compound 2: M43

? Name Samplelist Text TYD® Std Conc »T Area Di.. Conc. Flage “Dev
1 050399006 MeOH Blank Analyte
2 050399007 MeOH Blank Analyte
3 050199008 GENOll RBS04289-WBlank-1 Analyte
4 050399009 GENO1l RBS04289-SBlank-1 Analyte
§ 050399010 GENOll RBS04289-5 ppb-1 Standard 4.9
6 050399011 GENOC1l RBS04289-10 ppb-1 Standard 9.76
7 050399012 GENC1l RBS04289-25 ppb-l Standard 24.80
8 050199013 GENO1l ABS04289-50 ppb-1 Standard 49.30
9 050199014 GENO1ll RBS0428%-100 ppb-l Standard 97.60
10 050399015 MeOH Blank . Analyte
11 050399016 MNeOH Blank . Analyte
12 050195017 GENO1l RBS04289-WBlank-1l Analyte
13 050399018 GENOl11l, 9394 (0.09 =L} Analyte 5.259 21 1 I
14 030399019 OCENO1l, 9395 (0.07 mlL} Analyte . 5.279 20 b we
15 050399020 GENO11, 9396 (0.08 mlL} Analyte 5.285 22 1 mI
16 050399021 GENO1l, 9397 (0.07 aL) Analyte 5.259 34 1 0
17 050399022 GENOll, 9398 (0.07 ml) Analyte 5.289 43 A~ - or
18 050)9902) GENO1l RBS04289-50 ppb-1 [+ 49.30
19 050399024 MeOH Blank Analyte
_20 050399025 GENO1l RBS04289-WSlank-1 . Analyte I
=721 USUTISOTEUENO11, 9399 (0.07 mL) - " Analyte —~- N=ETN0 T T 20 1 00
22 050399027 GENO11, 95400 (0.07 mi) Analyte $.280 18 1 s
23 050399028 GENC11, %401 (0.08 mL) Analyte : 5.291 20 1 0T
24 050399029 GENO1l, 9402 (0.08 mlL) Analyte $.275 47 1 I
25 050399030 GENO11l, 9403 (0.07 al) Analyte 5.254 (X4 1 wa
26 050399031 GRNO11l RBS04289-50 ppb-1 Qc 4%.30
27 050399032 GENO1l RBS04289-250 ppb, MS Analyte $.256 17 1 04
28 050399033 GENO01l RBS04289-250 ppb, MSD Analyte 5.287 17 1 MMz
29 050399034 GENyO11l RBS04289-50 ppdb-1 [+ o 49.30
30 05039903S MNeOM Blank Analyte
31 050399036 GENOll RBS04289-WBlank-2 Analyte
32 050399037 GENOll RBS04289-SBlank-2 Analyte
33 050399038 GENOll RBS04289-5 ppb-2 Standaxd 4.93
34 050399039 GENO1l RBS04289-10 ppb-2 Standard 9.76
35 050399040 GENO1l RBS04289-25 ppb-2 Standard 24.80
36 050399041 GENOLl RBS04289-50 ppb-2 Standard 49.30
37 050399042 GENO1l RBS04289-100 ppb-2 Standard 97.60

Bualidakive dote Dn)a. No¥ ehhrd
" shosfag

Boup 02019%: Quantitated and printed by drdb 05/04/9%9
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Quantify Compound 8

OEN-011 Numan

Sample List:
Last modilied:
nathod:

Last modified:
Job Code:

printed:

uwaary Report
Sera / Qualitstive Compcund Check

C: \MASSLYNX\PACT-1.PRO\ SampleDB\050399D
Moo May 03 16:01:10 1999

C: \MASSLYNX\ZACT-1.PRO\NethOB\050399D
Tue May 04 11:08:51 1999

Tue May 04 11:19:20 1999

Db

o5 [T

Compound 3: NS13

Name

050399006
050399007
050399008
050399009
0$0399010
050399011
050399012
050399013
0501399014
10 050399018
11 050399016
12 050399017
13 050399018
14 050399019
15 050399020
16 050399021
17 050399022
18 050399023
15 050399024
050199025

VBN VNAELR—S

samplelist Text

MeOH Blank

MeOH Blank

GENO11l RBS04285-WBlank-1

GENO1l RBS04289-SBlank-1

GENO1l RBS04289-5 ppb-1

GENO1l RBS04289-10 ppb-1

GENO1l RBS04289-2S ppb-1

GENO1l RBS04289-50 ppb-1

GENO1l RBS04289-100 ppb-1

MeOH Blank .
MeOH Blank :
GENO11 RBS04289-WBlank-1

GENO1l,
GENOll,
GENO11,
GENO11,
GENO1l,
GENO11

9394 (0.09 =mL)
9395 (0.07 mlL)
9396 (0.08 =mL)
9397 (0.07 =mlL)
4398 (0.07 mL)
R3S04289-50 ppb-1

KeOH Blank

GRNC11

20
TR US0TYYUE T CRNOLL,

22 050399027
21 080393028
24 050399029
25 050399020
26 050399031
27 050399032
28 050399033
29 050399034
10 050399035
31 050399036
32 050299037
33 050399038
34 050399035
35 050299040
36 050399042
37 050399042

Soup 020199:

GENOl1,
GENG1l1,
GENC11,
GENC1l,

RBS04289-WBlank-1
9399 (0.07 mL)
9400 (0.07 mL)
9401 (0.08 mL)
9402 (0.08 =mL)
9403 (0.07 aL)

GENO1l RBS04289-50 ppb-1
GENO1l RBS04289-250 pph, MS
GENO1l RBS04289-250 ppb, NMSD
GENO1l RBS04289-50 ppb-1
MeOH Blank

GENO11l RBS04289-WBlank-2
GENO1l RBS04289-SBlank-2
GENO1l RBS04289-5 ppb-2
GENO1l RBS04289-10 ppb-2
GENO1l RBS04289-25 ppb-2
GENO11 RBS04289-50 ppb-2
GENO11 RBS04289-100 ppbd-2

Quolila)ﬁw,

Quantitated and printed by d4rd 05/04/99

TYDe
Analyte
Analyte
Analyte
Analyte
Standard
Standard
Scandard
Scandard
Standard
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte

Q«©
Analyte
. Analyte
" Analyte
Analyte
Analyte
Analyte
Analyte

oc
Analyte
Analyte
-
Analyte
Analyte
Analyte
Standard
Standard
Standard
Standard

Standard

dola o/\)a. not enkerd

std Comc R?

Area Di.. Conc. Ylags NDev

4.93

49.30
97.60

49.30

— WileTRe o

49.30

49.30

4.93
9.76
24.80
49.30
97.60

“e oslorfgg



Quantity Compound Summary Report
OEN-011 Muman Seras / Qualitative Compound Chack

Sample List: C: \MASSLYMX\FACT-1 . PRO\SampleDa\0301990
Last modified: Mon May 03 16:01:10 1999

Method: C: \MASSLYMX\PACT-1 . PRO\NethDS\050199D
Last modified: Tue May 04 11:06:51 1999

Job Cede:

Printed: Tue May 04 11:19:20 1999

Page ¢

Compound 4: surr

Samplelist Text

MeOK Blank

MeOR Blank

GEMO1l RBS04289-wWBlank-1
GENO11 RBS04289-SBlank-1
GmI01l RBS04289-5 ppb-1
GENO11l RBS04289-10 ppb-L
CENO1l RBS04289-25 ppb-1
050319901) GENO1l RBS04289-50 ppb-1
080399014 GENO1l RBS04289-100 ppd-1
10 05039901S MeOH Blank

11 050399016 MeOH Blank

12 050399017 GENO1l RBS04289-WBlank-1

Nane

050399006
050399007
050399008
050199009
050399010
0501399011
050399012

CBIAVE LN S

13 050399018 GENO1l,
14 050399019 GEWO1l,
15 050399020 GENOll,
16 050399021 GENO1L,
17 050399022 GENO1l,
318 050399023 GENO11
19 050399024
20 050199025 GENO11
42N 080306036 —-GEN0L1,
22 050395027 GENO1l,
23 050399028 GENO1l,
24 050399029 GENO11,
25 050399030 GENO1ll,

9394 {0.09 mlL)
9395 (0.07 aL)
9396 (0.08 mb)
9397 (0.07 mlL)
9398 (0.07 mL)
RBS04289-50 ppd-1

NaOt Blank

RBS04289-WBlank-1

9399 (0.07 mL) S
9400 (0.07 =L}

9401 (0.08 mL)

9402 (0.08 mL)

9402 (0.07 mL)

26 050399031 GENOll RBS0428%-50 ppb-1
27 050399032 GENO1l RBS04289-250 ppb, MS
28 0S039903) GENOll RBS04289-250 ppb, MSD
29 080399034 GENO1L RBS04289-50 ppb-1

30 0503990)5 NMeOH Blank

31 050399036
32 050399037
33 050399038
34 050399039
35 050399040
36 050399041
37 050399042

Soup 020199:

RBS04289 -WBlankx-2
RBS04289-SBlank-2
RBS04289-5 ppb-2

RBS04289-10 ppb-2
RBS04289-25 ppb-2
RBS04289-50 ppb-2
RBS04289-100 ppb-2

Type
Analyte
Analyte
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte

[ 3
Analyte
Analyte

. Analyte

Analyte
Analyte
Analyts
Analyte

Qc
Analyts
Analyte

Qc
Analyte
Analyte
Analyte
Standard
Standard
Standard

Standard

std Conc

1.00
1.00
1.00
1.00
1.00

[LXT RV R RV TNV
o
o
~

$.007
5.026

$.027
5.013

Qua\ila'lfu d&)’& Dn)j hD‘I' enlmd

Quantitated and priated by drd 03/04/99

¢ 0os)ag

Area Di.. Conc. Flags \Dev
1624 1 0.81 bb -19
1839 1 0.91 bb -9
1769 1 0.88 bb -12
187S 1 0.93 ®d -7
1791 1 0.89 bb -11
1535 1 0.76 bb -24
1891 1 0.94 bb -6
1893 1 0.94 bBb -6
39327 1 1.96 bb 96
4584 1 2.28 B 128
4072 1 2.03 bb 103
4269 1 2.12 bb 112
3613 1., L8l bbb b8
1782 1 0.89 bb -11
2178 1 1.08 bb 8
-&258-- 1 2.12 bd 112
$84d 1 2.41 bb 141
5032 1 2.50 bb 150
4395 1 2.19 b 119
1774 1 3.87 bb 287
1979 1 0.98 bb -2
4326 1 2.15 bk 118
3993 1 1.99 kb L 2]
2442 1 1.21 B 21
1896 1 0.94 bb -6
2227 1 1.11 bb 1
2203 1 1.10 bb 10
2162 1 1.07 kb 7
1241 1 1.11 bb 11
2449 1 1.22 Bb 22
2194 1 1.09 bb 9
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Method Report

AC__os/bs]a8

b e ———3 ] %

Page 1

Method file: C: \NASSLYNX\FACT-1.PRO\NethDB\ 050399, mdd
Last modified: Tue May 04 11:06:51 1999

Compound : 1: POAA

Printed: Tue May 04 14:11:29 1999

Compound Name: POAA

Internal Ref.: [None)

Quantify Trace: TIC

Conc. of Standards: Conc. A

User RF Value:
User Peak Pactor:
Integrate Window Pactor:

Retention Time (mins):
Relative Retention Time:
Time Window (mins):

Peak Selection:

Response Type:
Response:

Polynomial Type:
Point of Origin:
rit Weighting:

Axis Transformation:

Units:

Peak-to-peak amplitude:

Smoothing:

Window size (scans):
Mumber of smooths:
Smoothing method:

Join valley threshold:
Reduce peak tailing:
Raise baseline maximum:

Draw verticsl threshold:
Detect shoulders:
Shoulder threshold:

Relative height:
Abgolute height:
Relative ares:
Absoclute area:

1.000000, Disabled
1.000000
2.000

4.976, Enabled
0.000, Disabled
0.421

Rearest

External
Areas

Linear
fxclude
ux

Disabled
3
2

20.00
100.00
0.00

10.00
Disabled
40.00

1.50, Disabled
0.00, Dissbled
2.00, Disabled
80.00, Enabled

—cn

&

(~.
)
A~

)

ol
1

|
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Mecthod Report

Sbu,p LL

AL os/os/99

Page 2

Method file: C: \MASSLYNX\FACT-1. PRO\MethDB\050399b.mdh
Last modified: Tue May 04 11:06:51 1999

Compound: 2: W63 )

Printed: Tue May 04 14:11:29 1999

Compound Name: né6ld

Internal Ref.: (None)

Quantitfy Trace: TIC.

Conc. of Standards: Conc. A

User RP Value:
User Peak Pactor:
Integrate Window Pactor:

Retention Time (mins):
Relative Retention Time:
Time Window (mins):

Peak Selection:

Response Type:
Response:

Polynomial Type:
Point ot Origin:

Pit Weighting:

Axis Transformation:

Peak-to-peak amplitude:

Smoothing:

Window size (scans):
Numsber of smooths:
Smoothing method:

Join valley threshold:
Reduce peak tailing:
Raise baseline maximum:

Draw vertical threshold:
Detect shoulders:
Shoulder threshold:

Relative height:
Absolute height:
Relative area:
Absolute area:

1.000000, Disabled
1.000000
2.000

$.302, Enabled
0.000, Disabled
0.188

Nearest

External
Areas

Linear
Bxclude
1/%
None

114

Disabled
)
2

20.00
100.00
0.00

10.00
Disabled
40.00

1.50, Disabled
0.00, Disabled
2.00, Disabled
80.00, Enabled

Lo/SY
()

L|
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Method Report & Page 3}
4
Hethod file: C:\MASSLYNX\PACT- 1. PRO\NethDB\050399b.mdb '
Last modified: Tue May 04 11:06:51 1999
Compound : 3: MS13 . :
Printed: Tue May 04 14:11:29 1999 8 / /
oup pan1qd (AL oS pgf99 "}
Compound Name : ns13
Internal Ref.: {None)
Quantify Trace: TIC
Conc. of Scandards: Conec. A

User R? Value:
User Peak Factor:
Integrate Window Factor:

Retention Time (wing):
Relative Retention Time:

1.000000, Disabled
1.000000
2.000

8.324, Enabled
©0.000, Disabled

Time Window (mins): 0.734
Peak Selection: Nearast
Response Type: External
Response: Areas
Polynomial Type: Linear
Point of Origin: Bxclude
Fit Weighting: X
Axis Trensformation: None
Units:

Peak-to-peak amplitude: 114
Smoothing: Dissbled
Window size (scans): 3

Number of smooths: 2
Smoothing method:

Join valley threshold: 20.00
Reduce peak tailing: 100.00
Raise baseline maximum: 0.00
Draw verticsl threshold: 10.00
Detect shoulders: Disabled
Shoulder threshold: 40.00

Relstive height:
Absolute height:
Relative area:
Absolute area:

1.50, Disabled
0.00, Disabled
2.00, Disabled
80.00, Enabled

Lh[hgs2
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Method Report

Method file:
Last modified:

C: \MASSLYNX\FACT- 1. PRO\MethDB\050199b.mdb
Tue May 04 11:06:51 1999

SouP 020199

(AL os/os‘l‘)?

S A o

Page ¢

Compound: 4: sury
Printed: Tue May 04 14:11:29 1999
Compound Name: sure
Internal Ref.: [None)
Quantify Trace: TIC
Conc. of Standaxds: Fixed
User RP Value: 1.000000, Disadbled
User Peak Factor: 1.000000
2.000

Integrate Window Pactor:

Retention Time (mins):
Relative Retention Time:
Time Window (mins):

Peak Selection:

Response Type:
Response:

Polynomial Type:
pPoint of Origin:
rit Weighting:

Axis Transformation:

Units:

Peak-to-peak smplitude:

Smoothing:

Window size {(scans):
Number of smooths:
Smoothing method:

Join valley threshold:
Reduce peak tailing:
Raise baseline moximum:

Draw verticsl threshold:
Detect shoulders:
Shoulder threshold:

Relative height:
Absolute height:
Relative area:
Absolute area:

4.925, Enabled
0.000, Disabled
0.348

Nearest

External
Areas

Linear
£xc lude
x
None

114

Disabled
3
2

20.00
100.00
0.00

10.00
Dissbled
40.00

1.50, Disabled
0.00, Disabled
2.00, Disabled
80.00, Enabled




Quantify Compound Summary Report

GEN-011 Muman Sera / Qualitative Compound Check II

sample List:

C: \MASSLYRX\PACT-1.PRO\Sasplala\030)9%¢

Last modified: Mon May 03 16:43:03 1999

Method:

C: \MASSLYNX\PACT~1 . PRO\MathOB\03019%¢

Last modified: Wed May 0S 09:55:53 1999

Job Cods:

printed:

¥ed May 0S 10:03:17 1999

Page 1

Compound 1: PFOSA

Hane

050399042
050339044
050399045
050199046
050199047
050399048
050199049
050399050
050399051
10 050399052
11 050399083
12 0503199054
13 050399055
16 050399086
15 050399057
16 050399058
17 050399059
18 030399060
19 050399061
20 050199062

FY Y L XTIy

22 050199064
23 050399065
24 050199066
25 050399067
26 050399068
27 050399069
28 050399070
29 050399071
30 050399072
31 050399073
32 050399074
33 050399075
34 050395076
35 050399077
36 050399078
37 0503939079

Soup 02018%:

samplelist Text

MeOH Blank

MeONH Blank

GENOll RBSO04289-wBlank-1
GENO1l RBS04289-5SBlank-1
GENO11 RBS04289-5 ppb-1
GENO1l RBS04289-10 ppb-1
GENO1l RBS04289-25 ppb-1
GENO11 RBS04289-350 ppb-1
GENO11 RBS04289-100 ppb-1
MeOH Blank

MeOH Blank

GENO1l RBS04289-WBlank-1
GENO1l, 9394 (0.09% mL)
GENO11, 9395 (0.07 mi)
GENO11l, 9396 (0.08 =L}
cEM01l, 9397 (0.07 mL)
GENOL1, 9398 (0.07 mL)
GERMNO1l RBS04289-50 ppb-1
MeOR Blank

GENO11l RBS04289-WBlank-1
ENO1l, 9399 (0.07 mi)
GENO1l, 9400 (0.07 mL)
GENO1l, 9401 (0.08 mlL)
GENO1l, 5402 (0.08 mL)
cENOl1l, 940) (0.07 mi)
GENO11 RBS04289-50 ppb-1

GENO11 RBS04289-250 ppb, NS
GENO11 RBS04289-250 ppdb, MSD

GENO11l RBS04289-50 ppb-1
KeOE Blank

GENO11 RBS04289-WBlank-2
GENO1l RBS04289-S8lank-2
GENO11l RBS04289-5 ppb-2
GENO11l RBS04289-10 ppb-2
GENO11 RBS04239-25 ppb-2
GENO11l RBS04289-50 ppb-2
GENO11l RBS04289-100 ppb-2

TYpe std Conc T Area Di.. Conc.
Analyte 6.12) 239 1 0.85
Analyte 6.14) 186 1 0.42
Analyte 6.145 189 1 0.44
Analyte 6.145 162 1 0.2:
Standard 4.93 6.06% 729 1 4.91
Standard 9.76 6.059 1340 1 9.97
Standard 24.80 6.062 3103 1 24.57
Standard 49.30 §.082 6126 1 49.60
Standard 97.60 6.066 12048 1 98.64
Analyte | €.107 207 1 0.59
Analyte 6.146 216 1 0.66
Analyte 6.147 179 1 0.36
Analyte 6.107 156 1 0.17
Analyte 6.103 138 1 0.02
Analyte 6.118 161 1 0.21
Analyte 6.142 143 b3 0.06
Analyte 6.106 170 . --0.28
Qc 49.30 6.062 5813 1 47.00
Analyte 6.151 206 1 0.58
. Analyte . 6,149 194 1 0.48
“- - -Analyte ~—. el T ISE 1 0.15
Analyte 6.141 158 1 0.19
Analyte 6.148 148 1 0.10
Analyte 6.142 129 1 0.00
Analyte 6.104 111 1 0.00
«< 49.30  6.061 190 b3 41.85
Analyte 6.059 24445 1 201.30
Analyte 6.058 22905 1 188.5¢4
[+ 49.30 6.082 6123 1 49.58
Analyte 6.148 240 1 0.86
Analyte 6.148 216 1 0.67
Analyts 6.141 161 1 0.21
Standard 4.9  6.060 748 1 5.07
Standard 9.76 6.061 1276 b3 9.44
Standard 24.80 6.061 3078 1 24.37
Standard 49.30 6.064 6119 1 49.54
Standard 97.60 6.046 11809 1 96.66

s Fetire Jetu

BYCEEEEE VPP P RNV ECE R EEVEEEEEEREY

S

DH

OSTSHS

Quantitated and printed by drb 03/03/99

lags “Dev

-3
-2

-1



Quantify Compound Swwmary Report
OXN-011 Muman Sera / Qualitative Compound Check II

Sample List:
Method:
Job Code:

Printed:

C: \MABSLYMX\PACT-1.PRO\SaNpleDB\(5019%¢C
Last modified: Moo May 03 1£:43:0) 1999
C: \MASSLYNX\PACT-1.PRO\NSCRDB\(50399¢
Last modified: Wed May 03 09:55:55 1999

Wed May 03 10:03:17 1999

OES

55705

S /44

Page 2

Compound 2: PFOSAA

¢ Name
050399043
050199044
050199045
050399046
050399047
050399048
050399049
050399050
050399051
0501399082
050399083
050399054
0501990585
050399056
0506399087
050399058
050399059
050199060
050399061
050399062
050399063
_22 030399064
b 4
24 050399066
25 050199067
26 050399068
27 050399069
28 050395070
29 050399071
30 050399072
31 050399073
32 050399074
33 050399078
34 050399076
35S 050399077
36 050199078
37 050399079

X RN NT I Wy N T

N RS RS e 1 e e e e e B e e
FOVBNONNELNKO

Qualdohee data ot enkered

Soup 0201399:

Samplelist Text

MeOH Blank

MeOH Blank

GEN011l RBS04289-wBlank-1
GENO1l RBS04289-SBlank-1
GENO11 llSOt:l’ S ppb-1
GENO1l
GENO1l l

GENO1l RBS04289-50 ppb-1l

GENO1l RBS042839-100 ppb-1

MeOH Blank
MeOH Blank
GENO1l RBS04289-WBlank-l
GENO1l, 9394 (0.09 mL)
GENO11, 9395 (0.07 =mL)
GENO11, 9396 (0.08 mL)
GENO11l, %197 (0.07 mL)
GENO11, 9398 (0.07 =mL)
GEM011l RBS04289-50 ppdb-1
MeOH Blank
GENO11 RBS04289-WBlank-1
GEM011, %399 (0.07 mL)
GEN011l, 9400 (0.07 mbL)
11, 9401 (0.08 mL)
GEMOLll, 9402 (0.08 mL)
GENOll, %403 (0.07 mL)
GENOLl RBS04289-50 ppb-1
GENC1l RBSC4289-250 ppb,
GENO1l RBS04289-250 ppb,
GENO1l RBS04289-50 ppb-1
MeOH Blank
GENO1l RBS04209-WBlank-2
GENO1l RBS04289-SBlank-2
GENO11l RBS04289-S ppb-2
GENO1l RBS04289-10 ppb-2
GENO11 RBS04289-25 ppb-2
GENO11 RBS04289-50 ppb-2

GENO11 R3S04289-100 ppb-2

Quantitated and printed by drb 05/03/9%

TYDS
Analyte
Analyts
Analyte
Analyte
Standard
' Standard
Standard
Standard
Standard
Analyte
Analyte
Analyte
Analyte
Analyte
Analyts
Analyte
Analyte

«

Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Qc

Analyte
Analyte

Qc
Analyte
Analyte
Analyte
Standard

Sctandard
Standazd
Standard

8td Conc

4.93
9.76
24.80
49.30
97.60

45.30

49.30

49.30

4.93
9.76
24.80
49.30
97.60

We osloglss

Rr?

S.649
S.688
5.690
5.647
5.691

5.648
5.687
5.658

5.638

5.646
5.690
5.645
5.649
5.675

Area Di..

ss
118
277
517
948

29
29

513

ISR £ S

38
651
2217
2102
529
31

62
109
273
539
969

e

-

e e

TR

4.14
10.42
26.28
$0.30
93.37

0.02

2.23
63.72
220.16
208.65
51.46
1.80

4.87
9.57
25.91
52.51
95.40

rlags “Dev
M -16
bb 7
bd 6
bb 2
Bb -4
M
o
o
bb 2
ot
wot
Bd 29
bb
bb
bb 4
ot
o -1
bb -2
bd 4
bb 7
] -2




FL

[v S

Last modified: Mom May 03 16:43:01 1999

Method: €: \MASSLYMX\PACT-1 . PRO\NethDS\ 050399¢

Last modified: Wed May 0S 09:55:53 1939 f
Job Code: 0

Prianced: Wed May 0S5 10:03:17 1999

Quantify Compound Swweary Report Page 3
GEN-011 Muman Sera / Qualitative Compound Check II
sSample List: ©: \NASSLYNX\FACT-1.PRO\ SampleDB\050399¢

Campound 3: MS70

§ Nane Samplelist Text TYpe #td Conc AT Area Di.. Conc. Plags NDev

1 050399043 MaOH Slank Anslyte

2 050399044 MeOH Blank Analyte

3 050399045 GENO1l RBS04289-wBlank-1 Analyte

4 050199046 GENO1l RBS04289-SBlank-1 Analyte

5 050199047 GENO0ll RBS04289-5 ppb-l Standard 4.9

6 050399048 GENOLl RBS04289-10 ppb-1 Standard 9.76

7 050399049 GENOll ABS04289-25 ppb-l Scandard 24.90

8 050399050 GENOll RBS04289-50 ppb-1 Standard 49.30

9 050399051 GENO1l ABS04289-100 ppb-1 Standard 97.60

10 050399052 MeOH Blank f Analyte

11 050399053 NMeOH Blank - Analyte

12 050399054 GENO1l R3504289-WBlank-1 Analyte

13 050399055 GENOll, 9394 (0.09 mL) Analyte

1¢ 050399056 GENO1l, 9395 (0.07 mL) Analyte

15 050399057 GENO1l, 9196 (0.08 mL) Analyte

16 050399058 GENOll, 9197 (0.07 ml) Analyte

17 050399059 GENOll, 9398 (0.07 mL) Analyte ——

18 050399060 GRNOll RBS04289-50 ppb-1 Qc 49.30

19 050399061 NMeORE Blank Analyte

20 050399062 GCEWO1l RBS04289-WBlank-1 . Analyte
=TT 21099999663 —GEN011, 9199 (0.07 ml) - -- - -Analyte —— e e

22 050399064 GEWO1l, 9400 (0.07 aL} Analyte

23 050399065 GEMO1l, 9401 (0.08 wmL) Analyte

24 050359066 GENO1l, 9402 (0.08 mL) Analyte

25 050399067 GEXMO1l, 9403 (0.07 aL) Analyte

26 050399068 GENO1l RBS04289-50 ppb-1 [ 45.30

27 050399069 GENO1l RBS04289-250 ppb, NS Analyte

28 050399070 GENOll RBS04289-230 ppb, MSD Analyte

29 050399071 GENO1l RBS04289-50 ppb-1 < 49.30

30 050399072 MeOE Blank Analyte

31 050399073 GCENO11 RES04289-WEBlank-2 Analyte

32 050399074 GENOll RBS04289-SBlank-2 Analyte

33 050399075 GENO11 RBS04289-5 ppb-2 Standard 4.9

34 050399076 GENO1l RBS04289-10 ppb-2 Standard 9.76

35 050399077 GENO11 RBS04289-25 ppb-2 Standard 24.80

36 050199078 GENO1l RBS04289~50 ppb-2 Standard 49.30

37 050399079 GENO1l RBS04289-100 ppb-2 Standard 97.60

Bualifadice aal-c‘l not On)-crd

LA brfosag

Soup 020199: Quantitated and printed by dard 03/03/99
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Quantify Compound Summary Report Page ¢
GEN-011 Muman Sera / Qualitative Campound Check II

Sampla List: C: \MASSLYMX\PACT-1.PRO\SanpleDB\030395¢

Last modified: Moa May 03 16:43:03 1998

e S e 0s/0S /7

Job Code:
Printed: Wed May 0S5 1:0:03:17 1999

Compound &: KS56

Qm),}c)nvt &altc., I\e)’ U\ltmi |

Soup 020199: Quantitated and prianted by drb 05/03/99

-5}0{/4)5

¢ Name Samplelist Text TYDe std Conc RT Area Di.. Conc. 7lags \Dev
1 050199043 MNeOH Blank Analyte
2 050399044 MeOH Blank Analyte
3 050399045 GENO1l RBS04289-wWBlank-1 Analyte
4 050399046 OENOL1l RES04289-SBlank-1 Analyte
S 050399047 GENOLl RBS04289-5 ppb-l Standard 4.93  S5.588 4 1 4.33 me -12
6 050399048 GENOll RBS04289-10 ppb-1 Standard 9.76 5.540 33 1 9.82 M 1
7 050399049 GENO1l RBS04289-2S ppb-1 Standard 24.80 5.544 223 1 29.23 bb 18
8 05039905C GENOll RBS04289-50 ppb-1 Standard 49.30 5.543 ass 1 51.68 bb 5
9 050399051 GENOll RBS04289-100 ppb-1 Standard 97.60 5.54% 726 1 97.90 bd (1]
10 050399052 MeOH Blank . Analyte
11 050399053 MeOH Blank Analyte
12 05039905¢ GENO1l RBS04289-WBlank-1 Analyte
1) 050199055 GENOll, $334 (0.09 mL) . Analyte
14 050399056 GENCG1l., $395 (0.07 mlL) Analyte
15 050399057 GENO1l, 3356 (0.09 mL) Analyte
16 050399058 GENOLl, 9397 (0.07 mL) Analyte
17 050399089 GENO1l, 95393 (0.07 aL) Analyte
18 050399060 GENO1l RBS504289-50 ppb-1 [ 49.30 5.543 339 1 45.08 bd -9
19 050399061 NeOH Blank Analyte e -
20 050399062 GENO1l RBS04289-WBlank-l Analyte
21 050399063 GENOl1l, 9399 {0.07 =L) Analyte
22 050399064 GENO1l, 9400 (0.07 mL) Analyte

-2} Q30029065 GENO11, 9401 {0.08 mL) C - ~.-...Analyte B
24 050399066 GENO1l, 9402 (0.08 mL) Analyte
25 050399067 GENO1l, 9403 (0.07 =L) Analyte
26 050399068 GENO1l ABS04289-50 ppb-1 oc 49.30 5.8542 ass 1 47.61 Mx -3
27 050399069 GENO1l RBS04289-250 ppb, MS Analyte 5.498 2121 1 288.47 bb
28 050399070 GENO1l RBS04289-250 ppdb, MSD Analyte 5.497 1985 1 269.87 bd
29 050399071 GENO1l RBS04289-50 ppb-2 Qc 49.30 5.5%52 a8 1 $1.86 bd 5
30 050399072 NeOH Blank Analyte
31 050399073 GENO1l RBS04289-WBlank-2 Analyte
32 050399074 GENO1l R3S04289-SBlank-2 Analyte
33 050399075 GENO1l RBS04289-5 ppb-2 Standard 4.93 5.585 48 1 $.29 M 7
34 050199076 GENO1l RBS04289-10 ppb-2 Standard 9.76 5.543 72 1 8.52 M -1)
35 050199077 GENO1l RBS04289-2S ppb-2 Scandard 24.80 S.542 180 b3 23.27 bd -6
36 050399078 GENO1l RB3S504289-50 ppb-2 Standard 49.30 5.544 403 1 $3.72 db 8
37 050399079 GENO1l RBS04289-100 ppb-2 Scandard 97.60 5.529 661 1 89.0) -9



Quantify Compound Sweasry Report
GEN-011 Muman Sera / Qualitative Compound Check IX

Sample List: C: \MASSLYMX\FACT-1.PRO\SampleD8\050399¢
Last modified: Moa May 03 16:43:03 1999

Method: C: \MASBLYNX\FACT-1 . PRO\NathDB\0350399¢c
Last modified: Wed May 03 09:355:35 1999

Job Code:

Printed: Wed May 0S 10:03:17 1999

Page S

Compound $: surr

Rame Samplelist Text
050399043 MNeOH Blank

05039904¢ MeOH Blank

050399045 GENO1l RBS04289-WBlank-1
050399046 GENO1l RBS04289-SBlank-1
050399047 GENO1l RBS04289-5 ppb-l
050339048 GENO1l RBS04239-10 ppb-1
050399049 GENO1l RES04209-25 ppb-1
050399050 GENO11l RBS04289-50 ppb-1
050399051 GENO1l R8S04289-100 ppb-1
10 050399052 MeOH Blank .
11 050399053 MeOM Blank

12 050399054 GENO11l RBS04289-WBlank-1l
1) 050399055 GENO11l, 9394 (0.09 mL)

14 050399056 GENO1l, 9395 (0.07 mL}

15 050399057 GENO11, 9396 (0.08 aL)

16 050399058 GENO11, 9397 (0.07 alL)

17 050399059 GENO1l, 9398 (0.07 mL)

18 0S0399060 GEWO1ll RBS04289-50 ppb-1
19 050399061 MNeOM Blank

20 050399062 GENO11 RBS04289-WBlank-1
21 050399063 GENO1l, 9399 (0.07 ml)

LN R XY Wy V)

22 050399064 GENOLL, 39400 (0.07 mL}) .
477 20 45009865 —GENOL1, 9401 (0.08 =L} i -

24 050399066 GENOLl, 9402 (0.08 mL)

25 050399067 GENOll, 9403 (0.07 mL})

26 050399068 GENOll RBS04289-50 ppb-1

27 050399069 GENO1l R3S04289-250 ppb, XS
28 050399070 GENOLll RBS04289-250 ppb, MSD
29 050399071 GENOll RBS04289-50 ppb-1

30 050399072 MeOH Blank

31 050399073 GENO1l RBS04289-WBlank-2

32 050399074 GENO1l RBS04289-SBlank-2

33 050399075 GENO1l RBS04289-S ppb-2

34 050399076 GENO1l RBS04289-10 ppb-2

35 050399077 GENO1l RBS04289-25 ppb-2

36 030399078 GENO1l RBS04289-50 pph-2

37 050399079 GENO11l RBS04239-100 ppb-2

Quai;)rol'\'u% c\a]r&, nom1 enlerdb

Soup 020199: Quantitated and printed by 4drk 05/05/99

std Conc T Area Di.. Conc.
4.99¢ 2048 1 1.01

4.998 2299 1 1.1)

1.00 4.997 208S 1 1.01
1.00 S.038 2183 1 1.06
1.00  4.996 2000 1 0.98
1.00 4.9%6 1643 1 0.8)
1.00 4.999 1988 1 0.98
4.995 1936 1 a.98

4.999 4144 1 2.03

4.992 4751 1 2.3

4.9% 4225 1 2.07

4.990 4496 1 2.21

4.9%7 3691 1 1.81

1.00 4.9%) 1738 b 0.88
4.99%6 1964 b 0.96

4.995 4093 3 2.01

. 8.992 6606 1 2.26¢

—. Ngeey UMY 1 2.41
4.99%¢ 4196 1 2.06

4.99%4 8708 1 4.27

1.00 4.9%96 2756 1 1.38
4.992 4008 1 1.97

4.992 4109 b3 2.02

1.00 4.998 2293 1 1.13
4.997 1928 1 0.95

4.992 2064 1 .01

. 4.994 20298 1 1.00
1.00 4.995 1931 1 0.95
1.00 4.992 2202 1 1.08
1.00 4.997 2260 1 .11
.00 4.983 2071 1 1.02

ylags \Dev
bk 1
bb 1)
bb 1
bb 6
bb -2
bb -17
bb -2

EEEEFEE PEUEERUTEY FEREEEY
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Quantify Calibration Report
GEN-011 Muman Sera / Qualitative Compound Check IZ

Calibration: C: \MASSLYNX\PACT -1 . PRO\CUurvela\030389%
Last modified: Wed May 05 09:356:12 1999
Priated: Wed May 0S 09:56:44 1999

Page

Compound | name: PFOSA

Coefficient of Determination: 0.999781
Calibration curve: 120.761 * x + 135.834
Response type: External Std, Area

1.20e4+

MY RS

Response

Curve type: Linear, Origin: Exclude, Weighting: 1/x, Axis trans: None

x
%
+/-%Conc—-l"”>l(" i 1 T I 1 L o TET ML Ml O e 1 T
4 x X
x
-3.25 e T T T e T rrrrrrrrerr—1— Conc
0.0 10.0 20.0 30.0 40.0 50.0 60.0 70.0 80.0 90.0

Scup 020199: Quantitated and priated by drd 05/05/9%
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Quantify Calibrstion Report
GEN-011 Wuman Sers / Qualitative Compound Check II

Calibration: C: \MASSLYMX\FACT -1 . FPRO\CuUrveDB\03039%¢c
Last modified: Wed May 05 09:56:12 1999

Printed:

Wed May 0S 09:36:44 1999

Response-

/- %Conc

-16.0

Compound 2 name: PFOSAA
Coefficient of Determination: 0.996430
Calibration curve: 10.0108 * x + 13.4359
Response type: External Std, Area

Curve type: Linear, Origin: Exclude, Weighting: 1/x, Axis trans: None

990+

X
3
]
]
]
]
]
]

-
]
4

T

00 100 200 300

Ty

40.0

T

11— Conc

Soup 020199:

Quantitated and printed by 4arb 05/05/99



Quantify Calibratioa Report
OEN-011 Wumaa Sers / Qualitative Compound Check IX

Calibration: C: \MASBLYMX\PACT-1.PRO\CurveDB\050)99¢
Last modified: wWed May 05 03:56:12 1999

Printed: Wed May 0S5 09:56:44 1999

_ Page 3

Compound 3 name: M570

Coefficient of Determination: 0.000000

Calibration curve: 0 * x + 0

Response type: External Std, Area

Curve type: Linear, Origin: Exclude, Wexghtmg 1/x, Axis trans: None

1004

—_—— DA - -

Y o R ———_ e

Response-|

TTTYT T T

T T T T T T T T T T T T T
i 1 | T i 1§

t+/- %Conc

UL SR \EGAARE RLARLS SRS ILEEE IAILEE ILALAE LIS A

| I

YT T YT Y

4.0

-1 S ——

0.0 1.0 2.0 3.0

Soup 020199: Quantitated and printed Dy drd 035/035/99
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Quantify Calibration Report
GEN-011 Numan Sera / Qualitative Compound Check II

Calibratioa: ch \MASSLYMX\FACT -1 .PRO\CurveDB\030399¢c
Last modified: Wed May 05 09:36:12 1999

_ Page d

Printed: Wed May 03 09:36:44 1999
Compound 4 name: M556
Coefficient of Determination: 0.988614
Calibration curve: 7.32086 * x + 9.47847
Response type: External Std, Area
Curve type: Linear, Origin: Exclude, Weighting: 1/x, Axis trans: None
726+
X
Response
1 S < —————UE
17.9 x
- X
X
7 x
/- %Conc:
X X
LI LI 1 } I 1 ML T J I j M S 1 ML T LR SRR S AL B
X
- X
-12.7 R e e CONG
0.0 10.0 20.0 30.0 40.0 50.0 60.0 70.0 80.0 90.0

Soup 0320139: Quantitated and printed by drb 03/03/9%



Quantify Calibratioa Report . Page s
GEM-011 Muman Sera / Qualitative Compound Check IX
Calibration: C: \MASSLYXX\FACT~1.PRO\CUIrveDdS\35019%
Last modified: Wed May 0S 09:56:12 1999
Printed: Wed May 03 09:S56:44 1999
N Compound 5 name: surr
i Response Factor: 2036.99
Response type: External Std, Area
Curve type: RF
2.26e3+ X
X
x
X
Response-
0 i L] I i ! 1 1 ) I t
10.9- X
X
X
] : x
N X
fi; T T T T i J ! ! ' X
! %
+/- %Conc |
1 X
-17.4] T T T T T T T T T ¥ Conc
0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0

Soup 020199: Quantitated and priated by drd 03/05/99
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Method Report

Method file:
Last modified:

Compound :
Printed:

C: \KASSLYNX\PACT-1. PRO\Met hDB\050399¢ . mdb
Wed May 05 09:55:55 1999

1: Prosa

Wed May 05 10:02:08 1999

b ——

Page 1

Compound Name:
Internal Ref.:
Quantify Trace:
Conc. of Standards:

User RF Value:
User Peak Pactor:
Integrate Window Factor:

Retention Time (ming):
Relative Retention Time:
Time Window (mins):

Peak Selection:

Responss Type:
Response:

Polynomial Type:
Point of Origin:

rit Meighting:

Axis Transformation:

Units:

Peak-to-peak amplitude:

Smoothing:

Window size (scans):
Nusber of smooths:
Smoothing method:

Join valley threshold:
Reduce peak tailing:
Raise baseline maximum:

Draw vertical threshold:
Detect shoulders:
Shoulder threshold:

Relative height:
Absolute height:
Relative area:
Absolute area:

PFOSA
{None)

-TIC

Conc. A

1.000000, Disabled
1.000000
2.000

€.06S, Enabled
0.000, Digabled
0.29%

Nearest

External
Areas

Linesr
Exclude
X
None

20

Dissbled
3
2

20.00
100.00
0.00

10.00
Disabled
40.00

1.50, Disabled
0.00, Disabled
2.00, Disabled
80.00, Enabled

Sm’p 020149

AC oslos/99
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Method Report

.-So.,,p 020199 UAC 05 /acf9

Page 2

Method file: C: \MASSLYNX\PACT-1. PRO\NethDB\050399¢ .mdd
Last modified: Wed May 05 09:55:55 1999

Compound : 2: PrOSAA

Printed: Wed May 05 10:02:08 1999

Compound Name: PPOSAA

Internal Ref.: (None)

Quantify Trace: -TIC

Conc. of Standards: Conc. A

User AP Value:
User Peak Pactor:
Integrate Window Pactor:

Retention Time (mins):
Relative Retention Time:
Time Window (mins):

Pesk Selection:

Response Type:
Response:

Polynomial Type:
Point of Origin:

rit weighting:

Axis Transformation:

Units:

Peak-to-peak amplitude:

Smoothing:

Window size (scans):
Wumber of smooths:
Smoothing method:

Join valley threshold:
Reduce peak tailing:
Raise baseline maxisum:

Draw vertical threshold:
Detect shoulders:
Shoulder threshold:

Relative height:
Absolute height:
Relative area: -
Absolute area:

1.000000, Disabled
1.000000
2.000

$.650, Enabled
0.000, Disabled
0.424

Nearest

External
Areas

Linear
Exclude
1/X

114

Disabled

20.00
100.00
0.00

10.00
Disabled
40.00

1.50, Disabled
0.00, Disabled
3.00, Disabled
80.00, Enabled

e

.ﬂo

5$/.SO/
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Mathod Report

.\Sou,p 020199 AL os/o;/??

cf et rm—

Page S

Bethod file: C: \MASSLYNX\PACT-1. PRO\NethDB\050399¢.mdb
Last modified: Wed May 05 09:55:55 1999

Compound : 5: surr

Printed: Wed May 05 10:02:09 1999

Compound Name: surr

Internal Ref.: (¥one}

Quantify Trace: .TIC

Conc. of Standards: Pixed

User RF Value:
User Peak PFactor:
Integrate Window Pactor:

Retention Time (mins):
Relative Retention Time:
Time Window (mins):

Peak Selection:

Response Type:
Response:

Polynomisl Type:
Point of Origin:

Pit Weighting:

Axis Tranaformation:

Units:

Peak-to-peak amplitude:

Smoothing:

Window size (scans):
Sumber of smooths:
Smoothing method:

Join valley threshold:
Reduce peak tailing:
Raise baseline maximum:

Drav verticsl threshold:
Detect shoulders:
Shoulder threshold:

Relative height:
Absolute height:
Relative ares:
Absolute area:

1.000000, Disabled
1.000000
2.000

4.913, Enabled
0.000, Diaabled
0.637

Nearest

External
Aress

Linear
Exclude
mux
None

114

Disabled
3
2

20.00
100.00
0.00

10.00
Disabled
40.00

1.50, Disabled
0.00, Disabled
2.00, Disabled
80.00, Enabled

-

e
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1.

Quantify Compound Summary Raport
Rat Urine Method Development, SKE

Sample List: $:\FACT-1.PRO\SampledB\ 030399
Last modified: Mon May 03 16:01:10 1999
Method: 8:\FACT-1.PRO\MathDB\ 0503990
tast modified: Tue May 04 11:06:31 1999

Job Code:

Pranted: Fri May 21 11:54:44 1999

Page 1

Compound 1: POAA

Nane
050399006
050399007
050399008
050399009
0501399010
050399011
0501399012
050399011
050299014
050399018
050399016
050399017
050399018
050399019
050399020
050399021
050399022
050399023
050399024
20 050199025
21 050399026
22 0501399027
X ottt & 2
24 050395029
25 050399020
26 05019011
27 0501990232
20 050399033
29 050399034
30 050399035
31 050399036
32 050399037
33 050399038
34 050399039
35 050399040
36 050399041
37 050399042

0 b 0 Gt gt bt Bt gt s P
VB IOVLALUNIFOVD IO VAUNCS

soup 020199::quantitated and printed by h g/u /

Samplelist Text
MeOH Blank
MeOH Blank

GENO11l
GENO11
GENO11L
GENO11
GENO11
GENO11

RBS04289~NBlank~1
RBS04209-SBlank-1
RBS04289-5 ppb-1

RBS04289-10 ppb-1
RBS04289-25 ppb-1
RBS04289-50 ppb-1

GENO1l RBS04289-100 ppb-1
MeCH Blank
MeOH Blank
GENO11l RBS04289-WBlank-1

GENO11,
GENO1l,
GENO11,
GENO11,
GENO11,
GENO11

9394 (0.09 mL)
9395 (0.07 ml)
9396 (0.08 mL)
9387 (0.07 mL)
9398 (0.07 mL)
RBS04289-50 ppb-1

MeOH Blank

GENO11

GENO11,
GENO11,
GENO11,
GENO11,
GENO11,

RBS04289-WBlank-1
9399 (0.07 mal)
9400 (0.07 ml)

9401 (0.00 mL) ~ -

9402 (0.08 alL)
9403 (0.07 aL)

GENO11l R8S04289-50 ppb-1
GENO11l RBS04289-250 ppb, MS

GENOl1l RBS04289-250 ppb, MSD

GENO1l RBS04289-50 ppb-1
MeOH Blank

GENO11
GENO11
GENO1l
GENO11
GENO11
GENO11
GENO11

RBS04289-WBlank-2
RBS04289-SBlank-2
RBS04289-5 ppb-2
RBS04289-10 ppb-2
RBS04289-25 ppb-2
RBS04289-50 ppb-2

RBS04269-100 ppb-2

a
J

-
J

Type
Analyte
Analyts
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyts

Qc

Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte

o
Analyte
Analyte

Analyte
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard

std Conc

4.93
9.76
24.00
49.30
97.60

49.30

48.30

49.30

4.93
9.76
24.00
49.30
97.60

RT Area
$.112 29
$.102 22
5.023 k1]
$.074 38
5.030 61
$.039 50
5.016 45
5.041 68
5.029 86
5.097 28
5.046 39
5.019 98
5.012 100
5.019 113
5.019 137
$.020 124
5.042 ? (1]
5.03% 42
5.043 91

013 . 203
127

$.034 111
5.013 168
5.023 (3]
$.017 130
$.020 101
5.043 s3
5.120 20
5.034 30
5.045 61
5.050 38
$.030 47
5.014 49
$.024 56
$.020 86

27.584

39.225
97.701
100.182
113.209
137.099%
123.630
25.069%

05.044

:
:
g

521
~100
~100

62

212

21

-100

=100
~100
-100
~89
62

BEEEE¥ERICEUTIULLE FUUEUTE NENIEFIEEF



Quantify Compound Susmary Report
Rat Urine Method Devalopment, SEE

Sample List: $:\FACT-1.PRO\Banpl aDB\0S03I99D

Last modified: M May 03 16:01:10 1999
Method: $:\FACT-1.PRO\Me thOB\0S0I99D

Last modified: hu May 04 11:06:31 1999

Job Codae:

Printed: Fri May 21 11:34:44 1999

Compound 2: M463

# MName Samplelist Text Type
1 050399006 MeOK Blank Analyte
2 050399007 MeOH Blank Analyte
3 050399008 GENOC11 RBS04289-WBlank-1 Analyte
4 050399009 GENOl1l RBS04289-SBlank-1 Analyte
$ 050399010 GENO11l RBS04289-5 ppb-1 Standard
& 050399011 GENO11l R8S04289-10 ppb-1 Standard
7 050399012 GENO11 RBS04289-25 ppb-1 Standard
8 050399013 GENG11 RBS04289-50 ppb-1 Standard
9 050299014 GENO11 RBS04289-100 ppb-1 Standard
10 050399015 MeOH Blank Analyte
11 050399016 MeOHM Blank Analyte
12 050399017 GENO11 RBS04289~WBlank-1 Analyte -
13 050399018 GENO11l, 9394 (0.09 aL) Analyte
14 050399019 GENO11, 9385 (0.07 alL) Analyts
15 050399020 GENO11, 9396 (0.08 al) Analyte
16 035039%021 GENC11l, 9397 (0.07 mL) Analyts
17 050399022 GENO1l, 9358 (0.07 mlL) Analyte
10 050399022 GENO11 R3S04289-50 ppd-l [-
19 050399024 MeOH Blank Analyte
20 050399025 GENO1l RBS04249-WBlank-1 Analyte
21 050399026 GENC11, 9399 {0.07 mL) Analyts
. 22 050399027 GENO11, 9400 {0.07 mL) N -, . . hnalyts
<=0 4IC0%0III02T - T GENOL1, 9401 {0.08 ml) Analyts
24 050399029 GENO11, 9402 (0.08 mL) Analyte
25 050399030 GENO11, 9403 {0.07 mL} Analyts
26 050399031 GENO1l RBS04209-50 ppb-l Qc
27 050399032 GENOl1l RBS04289-250 ppb, MS Analyte
28 050399033 GENO11l RBS04209-250 ppb, MSD Analyte
29 050199034 GENO1l RBS04289-50 ppb-1 Qc
30 050399035 MeOH Blank Analyte
31 050399036 .  GENOll RBS04285-WBlank-2 Analyte
32 050399037 GENO11 RBS04289-SBlank-2 Analyte
33 050399038 GENO11 RBS04289-S ppb-2 Standard
34 050399039 GENO11 RBS04289-10 ppb-2 Standard
35 050399040 GENO11l RBS04289-25 ppb~2 Standard
36 050399041 GENO11 RBS04289-50 ppb-2 Standard
37 050399042 GENO11 RBS04289~100 ppb-2 Standard

5/21/99

scup 020199::quantitated and printed by -J-—smm

std Conc

49.30

L D

4%.30

49.30

4.9
9.76
24.80
49.30
97.60

AT

Area

Response

20.984
20.379
22.269
34.007
48.096

20.260
17.604
20.376
47.428
47.000

17.200
16.612

Conc. Flags SDev



" 23060999428 - GENO1l, 9401 (0.08 mlL) ~

Quantify Compound Susmary Report
Rat Urine Msthod Development, SEIE

Sasple Last: $:\FACT=-1.PRO\SanmpleDB\03039%
Last modilied: Mon May O3 16:01:10 1999
Mathod: 8:\FACT-1.PRO\MathDB\ 030399
Last modified: Tue May 04 11:06:351 1999

Job Code:

Printed: Fri May 21 131:34:44 1999

Page )

Compound 3: M313

4 Name Samplelist Text

1 050399006 MeOH Blank

2 050399007 MeOH Blank

3 050399008 GENO11l RBS04289-WBlank-1
4 050399009 GENO11 RBS04289-SBlank-1
5 050399010 GENO11 RBS04289-5 ppb-1
6 050399011 GENO11 RBS04209-10 ppb-1
7 050399012 GENO11 RBS04289-25 ppb-1
8 050399013 GENO11 RBS04209-50 ppb-1
9 050399014 GENO11l RBS04209-100 ppb~-1
10 050399015 MeOH Blank

11 050399016 MeOH Blank

12 050399017 GENO11 RBS04289-WBlank-1
13 050399018 GENO11, 9394 (0.09 mlL}
14 050399019 GENO1l, 9395 (0.07 mlL)
15 050399020 GENO11l, 9396 {0.08 mlL)
16 050399021 GENO11l, 9397 (0.07 mlL)
17 050399022 GENO11, 9398 (0.07 mL)
18 050399023 GENO11 RBS04289-50 ppb-1
19 050399024 MeCGH Blank

20 05039902% GENO1l RBS04209-WBlank-1
21 050399026 GERNOll, 9399 (0.07 ml)
22 050399027 GENO11, 9400 {0.07 mL)

24 050399029 GENO1l, 5402 {0.09 ml)

25 050399030 GENO1l, 9403 ({0.07 mL)

26 050399031 GENO11l RBS04289-50 ppb-1

27 050399032 GENO11l RBS04209-250 ppb, MS
28 050399033 GENO11 RBS04289-250 ppb, MSD
29 050399034 GENO11l RBS04209-50 ppb-1

30 050399035 MeOH Blank

31 050399036 . GENO1ll RASC42895-WBlank-2

32 050399037 GENC11 RBS04289-SBlank-2

33 050399038 GENG11l RBS04289-5 ppb-2

34 050399039 GENO11 RBS04289-10 ppb-2

35 050399040 GENO11l RBS04209-25 ppb~2

36 050399041 GENO1l RBS04289-50 ppb-2

37 050399042 GENO11 RBS04209-100 ppb-2

! n S/HI15
soup 020199::quantitated and printed by

Analyte
Analyte
Analyte
Analyte
Standard
Standard
Scandard
Standard
Standard
Analyte
Analyte

Analyte -

Analyte
Analyte
Analyte
Analyte
Analyte
oC

Analyte
Analyts
Analyte
Analyte

" Analyte

Analyte
Analyte
Qc
Analyte
Analyte
Qc

Analyts
Analyts
Analyte
Standard
Standard
Standard
Standard
Standard

std Conc

4.93
9.76
24.80
49.30
97.60

49.30

rT

e LT

49.30

49.30

4.9
9.76
24.80
49.30
97.60

Area Response Conc. Flags Dev



Quantify Compound Summary Rsport
Rat Urine Mathod Development, SIE

Sasple Liast: 8:\FACT=-1.PRO\SanplaDB\05039%
Last modified: Mon May 03 16:01:10 1999

Method: $:\FACT-1.PRO\Me thOB\030399D
Last modifired: Tue May O4 11:06:51 1999
Job Code:

Printed: Fri May 21 11:34:44 1999

Compound 4: surr

# Name Sampleliet Taxt Type atd Conc RT Area Response Conc. Flags \Dev
1 050399006 MeOH Blank Analyte

2 050399007 MeOH Blank Analyte

3 050199000 GENO11 RBS04209-WBlank-1 Analyte 5.016 1624 1624.026 0.81 bb -19
4 050399009 GENO11 RBS04289-SBlank-1 Analyte 5.008 1038 1939.452 0.91 bb -9
$ 050399010 GENO11 RBS04289-5 ppb-1 Standard 1.00 5.022 1769 1769.446 0.86 bb -12
6 050399011 GENO1l RBS04289-10 ppb-1 Standazd 1.00 5.002 1678 1875.130 0.93 bb -7
7 050399012 GENO11 RBS04289-25 ppb-1 Standard 1.00 5.009 1791 1790.798 0.89 bb -11
3 050399013 GENO11l RBS04289-50 ppb-1 Standard 1.00 5.00S 1535 1$35.177 0.76 bb -24
9 050399014¢ GENO11 RBS04289-100 ppb-1 Standard 1.00 5.022 1891 1890.829 0.94 bb -6
10 050399015 MeOH Blank X Analyte

11 050399016 MeOH Blank Analyte

12 050399017 GENO1! RBS04289-WBlank-1l Analyte. 5.010 1893 1893.356 0.94 bb -6
13 050399018 GENO11, 9394 (0.09 mL) : Analyte 5.012 3937 3937.170 1.96 bb 96
14 050399019 GENO11, 9395 (0.07 mL) Analyte 5.004 4504 4583.925 2.20 bb 128
15 050399020 GENO11, 9396 (0.08 mL) Analyte 5.012 . 4072 4072.485 2.03 bd 103
16 050399021 GENO11, 9397 (0.07 mL} Analyte 5.012 4269 4268.604 2.12 bb 112
17 050399022 GENO11l, 9398 (0.07 alL) Analyte 5.012 3633 3633.260 1.81 bb 81
18 050399023 GENO11 RBS04289-50 ppb-1 o< 1.00 5.006 1782 1781.550 0.99 bd -11
19 050399024 MeOH Blank Analyte .=

20 050199025 GENO11 RBS04289-WBlank-1 Analyte 5.032 2179 2176.090 1.08 bb []
21 050399026 GENO11, 9399 (0.07 alL) Analyte 5.007 4258 4257.904 2.12 bb 112
22 050399027 GINO1l, 9400 (0.07 aL) . Analyte ﬁ_.;%_gos [ 77 | 4843.063 2.41 bb 141
1050399028 .. ... GENOl1l, 9401 (0.08 mL) -~ -~ “:-s - Analyte —- s .018 $032 $032.083 2.50 bb 150
4 050399029 GENO11, 9402 (0.08 mL) Analyte 4.99 4398 4394.549 2.19 bb 119
25 050399030 GENO11, 9403 (0.07 mL) Analyte $.006 7174 7774.321 3.87 bb 287
26 050399031 GENO1l RBS04299~30 ppb-1 Qc 1.00 S.01€ 1979 1978.790 0.98 bb -2
27 050399032 GENO11 RBS04289-250 ppb, MS Analyte $.010 4326 4326.159 2.18 bb 115
28 050399033 GENO1l RBS04289-250 ppb, MSD Analyte 5.013 3993 3993.073 1.99 bb 99
29 050399034 GENO11 RBS04289-50 ppb-l Qc 1.00 5.007 2442 2442.139 1.21 bd 21
30 050399035 MeOH Blank Analyte

31 050399036 .,  GENOll RBS04289-WBlank-2 Analyte 5.026 1896 1896.270 0.94 bb -6
32 050399037 GENO1l RBS04209-SBlank-2 Analyte 5.000 2227 2226.930 1.11 bb 11
33 050399038 GENO11 RBS04209-S ppb-2 Scandard 1.00 5.014 2203 2202.940 1.10 bd 10
34 050399039 GENO11 RBS04289-10 ppb-2 Standard 1.00 5.023 2162 2161.525 1.07 bb 7
35 050399040 GENO1l RBS04289-25 ppb-2 Standard 1.00 5.006 2241 2241.128 1.11 bb 11
36 050399041 GENO11 RBS04289-50 ppb-2 Standard 1.00 5.027 2449 2448.654 1.22 b 22
37 050399042 GENO1l RBS04289-100 ppb-2 Standard 1.00 5.013 2194 2194.037 1.09 bb 9
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8:\FACT-1.PRO\SamplaD8\05039%c
Mon May 03 16:43:03 1998

Sample Liet:
Last modified:

Method: 8:\FACT~1.PRO\MethDB\05039%¢
Last modified: Fri May 21 12:01:34 1999
Job Codae:
Pranted: Pri May 21 12:04:05 1999
Compound 2: PFOSAA
# Name Samplalist Text Type std Conc RT Area Response Conc. Flags \Dev
1 050199043 MeOK Blank Analyte
2 050199044 MeOH Blank Analyte
3 050399045 GENO11 RBS04289-WBlank-1 Analyte
4 05039904 GENO1l RBS04289-SBlank-1 Analyte
S 050399047 GENO1l RBS04209-5 ppb-1 Standard 4.93 5.649 55 $4.072 4.14 MM ~16
6 050399048 GENO1l RBS04209-10 ppb-1 Standard 9.7¢ 5.688 118 117,791 10.42 bb 1
7 050399049 GENO11 RBS04289-25 ppb-1 Standard 24.80 5.690 2717 276.567 26.20 bb 6
4 050399050 GEINO1l RBS04285-50 ppb-1 Standard 49.30 5.647 517 516.974 50.30 bd 2
9 050399051 GENO1l RBS04289-100 ppb-1 Standard 97.60 5.691 948 948.118 93.37 bb -4
10 050399052 MeOH Blank Analyte
11 050399053 MeOH Blank Analyte
12 050399054 GENO11l RBS04289-WBlank-1 Analyte '
13 05039905% GENO1l, 9394 (0.09 mL) Analyte 5.648 29 20.854 1.54 M
14 050399056 GENO11l, 9395 (0.07 aL) Analyte 5.687 kX] 32.8863 1.94 M
15 050399%057 GENC11l, 9396 (0.00 alL} Analyte 5.658 29 29.018 1.56 Mt
16 050399058 GENO1l, 9397 (0.07 =L} Analyte .
17 050399059 GENO11, 9398 (0.07 alL) Analyts
19 05039%060 GENO1l RBS04285-50 ppb-1 Qc 4%9.30 5.608 s1s _ s1s.321 30.13 bb 2
19 050199061 NeOH Blank Analyte
20 050399062 GENO11 RBS04209-NBlank-1 Analyte
21 030399062 GENOL1l, 9399 (0.07 al) Analyte
22 050399064 GENO1l, 9400 (0.07 mL}) -, . Analyte B e . B 13.656 0.02 M4
5 7T GENO11l, 9401 (0.00 L) Analyte
24 050399066 GENO11, 9402 (0.08 mlL) Analyte 5,685 16 15.892 0.25 M
25 050399067 GENO11l, %403 (0.07 =L} Analyte 5.645 36 35.720 2.2 MM
26 050399068 GENO11 RBS04289-50 ppb-1 . 49.30 5.687 €51 651,303 63.72 bb 29
27 05039%069 GENO11l RBS04289-250 ppb, MS Analyte 5.645 2217 2217.426 220.16 bb
28 050399070 GENO11 RBS04289-250 ppb, MSD Analyte 5.644 2102 2102.170  208.65 bb
29 050399071 GENOl1l RBS04289-50 ppb-1 [+ 49.30 5.664 529 528.553 51.46 bb 4
30 050399072 MeOH Blank Analyte 5.647 k3 31.403 1.80 MM
31 050399073 4 GENO11l RBS04289-WRlank-2 Analyte
32 050399074 GENO1l RBS04289~SBlank-2 Analyte
33 050399075 GENO11l RBS04289-5 ppb-2 Standard 4.93 5.646 62 62.104 4.87 MM -1
34 050399076 GENO11 RBS04289-10 ppb-2 Standard 9.76 5.690 109 108.232 9.57 bb -2
35 050399077 GENO11 RBS04289-25 ppb-2 Standard 24.80 5.645 273 272.800 25.91 bb 4
36 050399078 GENO11 RBS04289-50 ppb-2 Standard 49.30 5.649 539 $539.1238 52.51 bb 7
37 050399079 GENO11l RBS04289-100 ppb-2 Standard 97.60 5.675 969 968.504 95.40 MM -2
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