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Laboratory Report, Analysis of FCs in Samples of Children’s Sera, May 21, 1999
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The data submitted on perfluorooctanesulfonate contains analytic data when
certain general conditions have been met. These are that final analytic data is
available and that if this data is a component of a study, a report exists that

combines the data and other parts of the study. Data that has not been
integrated into a report, or pilot data, has generally not been included in the

submission.

The attached is pilot data showing results from a limited number of human blood
samples (pediatric samples from the University of Minnesota). This pilot was
meant to determine that the analytic technique could be used on a small volume
of serum. Although fluorochemical concentrations were above detection limits
no conclusions can be drawn from such a limited number of samples. The
planned study will contain results from over 600 pediatric samples. The samples
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in this study will be run in a contract lab using a different blank under GLP

conditions. The plan for this study has been previously submitted under cover of
the April 21% letter to EPA.
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Samples were analyzed to provide a quantitative determination of PFOS and PFHS in a small number of
samples of sera collected from children between the ages of 6 and 12. Additionally, samples were screened to
provide qualitative data on the presence of several other fluorochemicals including PFDS, PFOSA, PFOSAA,
M556, M570, POAA, M463, and M513 (Appendix C contains a list of acronyms).

! Less than 100 pL of sera were available for analysis. This small sample volume posed analytical restrictions
' and method detection limits for this study are sigrqﬁmnﬂy higher than reported in earlier studies.

j Sera samples were extracted using an ion-pairing extraction procedure. The extracts were quantitatively
i analyzed for PFOS and PFHS using high-pressure liquid chromatography/electrospray tandem mass
spectrometry (HLPC/ESMSMS), and evaluated versus an extracted curve. Qualitative analysis was
. conducted by comparing peak response in the samples to that obtained from standafds, when possible. If
l , standard material was not available, compound identification was based on reasonable HPLC-retention time
47 3 sommema— —- and predicted mass spectrometer response. Analytical detaftsar€ available in the study binder maintained by
FACT.

‘ Despite the increased detection limits that resulted from the small sample size, several fluorochemicals were

! detected in these sera samples. PFOS, PFHS, PFDS, POAA, and M463 were detected in each of the samples
-analyzed; for these analytes, the estimated detection limit is 3 ppb. PFOSAA, M556, and M570 were

i detected in some of the samples and the detection limit is estimated to be approximately 5 ppb. PFOSA and

f M513 were not detected in any sample above the estimated detection limit of 8 ppb and 12 ppb, respectively.

The average PFOS concentration was 54 ppb, covering a range of 31-115 ppb. These values are slightly
} higher than the average values observed previously for adults and some part of that (up to 10%) may be due
! to improvements to the modified method used to extract these samples.

The average PFHS level determined in these samples was 35 ppb across a range of 5-100 ppb. This average
is approximately 10 times higher than the levels previously observed in a small set of adult sera samples. In

l those samples, the highest value determined in a non-3M worker was 13 ppb. Itis unlikely that the minor’
modifications made to the analytical method could account for this dramatic difference between the two
groups of samples.

f Although rigorous quality control measures and 3M Environmental Laboratory Standard Operating

) = Procedures were followed, the acquisition of this data was not necessarily collected according to applicable

, Good Laboratory Practices. This data is not suitable for distribution to any government agency in defense of

] product suitability or safety. Data presented here is the highest quality data available at this time.

On 4/27/99, Jean Burris of 3M Occupational Medicine delivered sera samples to the Environmental Lab.
Environmental Lab personnel initiated a chain-of-custody upon receipt of the samples.

There is no holding time criteria associated with these samples for LC/ESMSMS analysis.
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Analytical methods
ETS-8-4.0, Extraction of Potassium Perfluorooctanesulfonate or Other Fluorochemical Compounds from
Serum or Other Fluid for Analysis Using HPLC-Electrospray/Mass Spectrometry
MODIFIED to accommodate small sample size. Reagent volumes were reduced and aqueous extracts
were triple rinsed with MtBE. These modifications may result in slightly better analyte recoveries than
those achieved using the original method.
ETS-8-5.0, Analysis of Potassium Perfluorooctanesulfonate or Other Fluorochemical on Serum or Other
Fluid Using HPLC-Electrospray/Mass Spectrometry
MODIFIED for PFHS determination by comparing PFHS samples response to PFOS curves, as no
standard PFHS was available. This substitution is likely to result in a slight UNDER estimation of PFHS
levels.
Sample preparation — aqueous samples, HPLC/ESMSMS: ion-pairing extraction
T 4 omeea— — - - - Analyte is extracted froma sample matrix with iomrpairid réagent [tetfabutyl axmnommnhydrogen sulfate
(TBA)] in a pH-controlled environment. The cationic reagent selectively targets anionic fluorochemicals.
Once the anion-TBA pair is formed, the analyte is transferred into a non-polar organic solvent (methyl-tert-
butyl ether), dried, and reconstituted in methanol for MS analysis.

" HPLC/ESMSMS: for detailed qualitative work
In HPLC, an aliquot of extract is injected and passed through a reverse phase liquid chromatographic
column. Based on the affinity of the analyte for the stationary phase in the column relative to the liquid
mobile phase, the analyte is retained for a characteristic amount of time. For example, in a standard
solution PFOS may elute at 8.0 minutes. Retention times between a standard PFOS solution and the
analyte extracted from sera in this analysis were matched on the HPLC system to within 1%.

Following HPLC separation, ESMSMS provides a rapid and accurate means for analyzing a wide range of
organic compounds, including fluorochemicals. Electrospray, an ionization technique used primarily for
detection of molecular ions, is generally operated at relatively mild temperatures. Molecules are ionized,
and a primary ion, characteristic of the analyte, is selected. This ion is bombarded with high-energy gas;
subsequent collisions create smaller secondary ionic fragments unique to the primary ion, which are
detected.

For example, for PFOS (CgF,,SO5") analysis, ion 499 is selected as the characteristic primary ion. This ion
is fragmented into other ions such as 80 amu (corresponding to SO5?), and 230 amu (C3F¢SO5y). Each of
these secondary fragments is detected and can be used to differentiate PFOS from other compounds that
might have the same characteristic 499 amu primary ion, but different chemical compositions and
secondary ion fragmentation patterns.

5.1 Calibration

For quantitative determinations, a mid-level, extracted matrix calibration check standard is analyzed every
5 samples to monitor instrumental drift. Calibration check standards are compliant if instrumentat
response is within +/- 10% of the expected value.

Quantitation of the target analytes is based on linear regression analysis (weighted 1/x) of two extracted
matrix curves bracketing each group of samples. Quantitation of each analyte is based on the response of
one or more specific daughter ions using the multiple response-monitoring mode of the instrument.
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Blanks

Two extraction blanks, utilizing water as surrogate matrix, are extracted with each batch of samples.
Additionally, two samples of blank matrix or surrogate matrix, used for the extracted calibration curves, are
extracted along with each batch of samples and curves.

Blanks are compliant if no target analyte is detected above the limit of detection for a specific analyte. In
this study, all blanks were compliant.

Surrogates

Tetra-hydro perfluorooctane sulfonate is used as a surrogate in this analysis. Surrogate response is
monitored to confirm gross instrumental failure.

Matrix Spikes

Duplimtematrixspikemmlyssuﬂiﬁngaﬂ&rgdamlytmforwhichqmnﬁﬂﬁvg%isMedm
prepared and anatyzed for one control animal. For sera analysis, recoveries were within the acceptable
range of 85-115%.

‘Laboratory Control Samples
Laboratory Control Samples are not a component of this study.

U S wn
- e i e T - .

. Sample Related Comments

Due to limited sample volume, it was not possible to conduct matrix spike studies on any of these samples.
Although the current understanding of the analytical methods indicate that rabbit serum is a suitable
surrogate matriX, matrix spike studies for this matrix are recommended. Standard materials for PFDS and
M463 were not available for compound identification at the time of analysis. Compound identification is
based on reasonable retention time and mass spectral data consistent with compound structure.

Despite the increased detection limits that resulted from the small sample size, several fluorochemicals were
detected in these sera samples. PFOS, PFHS, PFDS, POAA, and M463 were detected in each of the samples
analyzed, for these analytes, the estimated detection limit is 3 ppb. PFOSAA, M556, and M570 were
detected in some of the samples and the detection limit is estimated to be approximately 5 ppb. PFOSA and

- M513 were not detected in any sample above the estimated detection limit of 8 ppb and 12 ppb, respectively.

The average PFOS concentration was 54 ppb, covering a range of 31-115 ppb. These values are slightly
higher than the average values observed previously for adults and may be due to improvements to the
modified method used to extract these samples.

The average PFHS leveldetenninedmmsesampl&swas35ppbaaossarangeof5-100ppb. This average
is approximately 10 times higher than the levels previously observed in a small set of adult sera samples. In
these samples from adults, the highest value determined in a non-3M worker was 13 ppb. Itis unlikely that
the minor modifications made to the analytical method could account for this dramatic difference between the
two groups of samples.

This report reflects the most accurate data available at this time.

Samples and extracts will be retained for future evaluation, if necessary.
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8.1
8.2
8.3
8.4
8.5

Attachment A: Quantitative Results of PFOS and PFHS Determination

Attachment B: Qualitative Summary of FCs identified in Samples of Children’s Sera
Attachment C: Table of FACT Acronyms

Attachment D: Chain of Custody

Attachment E: Analytical Data for PFOS and PFHS determination

Vi { 5/2119?
Lisa Clemen, Analytical Chemist Date

%,4« ) 5/21/95
Kiris Hansen, Ph.D., Study Director Date

REPORT DATE: 05/21/99
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ETS-R.40

— = () | ’
) Serum Data i
Study GENO11 PFOS and PFHS Extraction from serum 2
Product NumBer(Test SuBstance): N/A i
Matnx H. Serum Filenames
Method/Revuion: ETS-8-4. snd ETS-8-5.0
Analyticsl Equip Sy Nurnt Amelia 062498 PFOS PHFS Dilutions
Instrument Software/Version: Masslynx 3.2 Samples  043099018-30 043099018-30 11, V1, /1, 1N
Filename: See listing to the fight Samples NA NA 1M, 1,00
R-Squared Vslue: See Attachments MS/MSD  043099032-33 043099032-33 V1, 1/1, 141,11
Slope Ses Attachments :
Y-Intercept. Scs Attachments
Dete of Extraction/Analyst: 0428/99 RWW
Dute of Analysin/Anslyst: 043099 HOJ
Date of Data Reduction/Analyst: 050399 HOJ
Sample Data
Serum o
Growep Sample # Extraction PFOS PFOS PFOS Average RSD PFHS PFUS PFHS Average RSD
Dose Vel. Ratle Dilutien | Come. Reported PFOS S1d. Dev, Dilution Cesc. Reported PFHS 5¢d. Dev.
Factor ap/ml. |  wp/ml ug/mL, Factor _ ng/ml wg/mL up/mL
Method Bik H20 Bik-1 1.0 1 0.00 <MDL [ 0.00 000
H20 Blk-2 1.0 1 0.00 <MDL <MDL <MDL 1! 0.00 0.00 000 000
Matnx Blk RBS04289-5Blk-1 1.0 1 0.00 <MDL | B 0.00 0.00
RBS04289-SBlk-2 1.0 ] 0.00 <MDL <MDL <MDL 1 0.00 0.00 000 000
QC-250 ppb RBS04289-MS-1 1.0 1 281 113% 1 NS NS
RBS504289-MSD-2 1.0 1 256 103% 108% 0.0711 [ NS NS NS NS
GENol1 9394 [X] 1 141 00312 [ 6.48 0.0144
939$ 04 1 19.5 0.0557 1. 167 00479
9396 0.4 1 255 0.0638 1 199 0.0498
9397 04 1 131 0.0327 1 5.23 00131
9398 04 1 123 0.0352 ! 1.81 0.0052
9399 04 1 107 0.0305 1 239 0.0068
9400 04 1 2.0 0.0601 1 316 0.107
9401 04 1 15.2 0.0380 i i 149 00372
9402 04 1 46.3 0116 50.0 1 917 00229 874
9403 0.4 ! 260 0.0744 0.0537 0.0269 1 & 16.4 0.0469 00352 00307
Lant of Quantitstion (LOQ): PFOS = 4.93 ng/ml., PFHS = 4.93 ng/mL PFQS = Perfluorooctanesulfonate B
Method Detection Limit (MDL): PFOS = 2.4 ng/mL, PFHS = 2.4 ng/mL PFHS = Perfluorchexanesulfonate

Dete Entered/By:
Date Verified/ By:

0503/99 LAC
05/21/99 kjh
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3M Environmental Lab - Fluorine Analytical Chenistry Team

APPENDIX B i
Qualitative Summary of FCs identified in Children's Sera Samples

[

S B

{
Sample # PFOS (ppb) PFHS ( pb) PFDS POAA M463 PFOSAA MS556 M570

9394 31 14 X X X X ** X
9395 56 48 X X X X ** X
9396 64 50 X X X X X A
9397 33 13 X X X b X **
9398 35 5 X X X A X >
9399 31 7 X X X ** X X
9400 60 107 X X X X ** X
9401 k}.] 37 X X X * ** s
9402 116 23 X X X X X X
9403 74 47 X X X X X X

X = detected ** = not detected ,

estimated detection limit for PFDS, POAA, M463 is 3 ppd
estimated detection limit for PFOSAA, M556, M570 is 5 ppb

RISV AL VY

estimated detection fimit for PFOSA is 8 ppb
estimated detection limit for M513 is 12 ppb

- T g e
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3M Environmental Lab - Fluorine Analytical Chemistry Team

PFS's
M
PFHS C6F13S03-

PFOS  C8F17S03-
PFOSA C8F17SO2NH2

PFOSAA C8F17SO2N((CH2CH3)(CH2COO0))-
MS56  C8F17SO2N((H)(CH2COO))-

M570  C8F17SO2N((CH3)(CH2COO0))-

~.PEDS _ CIOF21803- ** ... .. _ ... .

PFCA's :
“
POAA C7F15COO-

MS513  C9F19COO-

M463  C8F17COO- **

PFS = perfluorinated sulfoante
PFCA = perfluorinated carboxylic acid

** no standard material available for conﬁrmation;-

CO42Z2977
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‘ 04/27/99 04:55 PM

Environmental Technology & Safety M
Services Building 02-3E-09
. PO Box 3331
f St. Paul, MN 55133-3331
’ (651) 778-5568 Fax: (651) 778-6176
To: Kris J. Hansen/US-Corporate/3M/US

Kari J. Rambo/US-Corporate/3M/US

Grant A. Paul/US-Corporate/3aM/US
cc: '
Subject: GENO11 Sample Receipt

On 04/27/99 we received 10 special H. samples from Jean Burris of Occ. Medical.- These samples have
; been given project # FACT-GENO11, Lab request number W1724. Samples were received cold and have
l’ » - o .fdB€n stored in Freezer 9 at-20.+/- 10C:.. . e i e -

oy

! Lisa

Somple recsy) verihed -9l fos s

bt
i i
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m Environmental Laboratory ) ) T3 Foquest K. Tt Faceed Page .
Request Form ; ~f- ! of |
Address Requester x Environmental Lab
3 M Enwronmental Lab oratory Name Location Phone No. : Date-Needed Project Lead Expectea Comp.et.an Date
935 Bush Ave. Jeoe P 0 AL 02 134 42 F Fwﬂne ey
BUIldlﬂg 2-3E-09 Projacl.l‘ iption (40 Ch Max) N l Phnl Code Planning Status Quality Raview
St. Paul, MN 55106 (LENOJI -')lp’CL o ”umnns fx’n,u'hc S — __
. Is this a TSCA 8(d) project? (See back side tor Instructions) | Dept. No. (Main) ub. Acct. 1ass/J 0. lass/Priority ale Snippea

Attn: Sample Custodian :

Phone (612) 778-6750 MUST BE CHECKED [ ves BT No | Y429| OBIE525009

Fax (612) 778-6176 Puipose of Testing.

[Orera™ O1sca [Oowa [Jcaa Osowa [Jwmsos [

Satety Concoms/gpecml Handiing Comments

iKg. (.c.u‘fc,),)l‘r.J;uf) L-,u;a.::

)

(..‘;{ Cl:\iui} ‘i“%? (‘;, \S"Gm/)lﬂ_ I)um‘)ii.)

LA "I/) /;'7'7

Sample No. (Range 0-999) =4 |
Sample Code (12 Character Max) ————¢
Sample Date & Time (MM/DD/YY, HH:MM) =——e—g>
Sample Description (12 Character Max) =———=¢>
3M1.D. (11 Character Stock No.) =% S
Tests Roquired ‘Computer Code Clab Avall. Date |Due Daie ,
{
K3H 59(1.0\ ?
l } 1
| o
. re
! &
i w—f
? €D
‘ L —
1 ‘
! g
y - Y
=
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i
& L
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’ .
Form 35176 - PWO .
3M Facility 3M Project Title I i 3M Project Numb.ev \
A0 I B TR P v
Address 3M Facility Contact ; o ' 3M Depanment Number
" . i ")-', [ L £, 'Y g () s .'" ’
Cd;v State, Zp Code 3M Telephone Number - } Lab RequestTemptlate Number
. PR H
/ l/ . / A /
Sampied By (Prnl) ' C/omm:lo' o, Numbel; C:n’:alners g D Samp|es Split See Attachment
el E [ of eac e
Sampler Signature Date L Preservatives i § Comments
ol e 1 d N §‘8
item Sample ; . o83 a4
# Description Date | Time | Matrix 222 § 2%
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' BEST cnpv AVA“'ABLE Extraction Worksheet ETS-8-4.0
Study #/=FA/ 01/ Surrogate Std FC-Mix FC-Mix FC-Mix Date and
Box #_FS-c7x approx.  ppm approx. 0.5 ppm | approx. 5 ppm approx. 50 ppm Initials for
Matrix /4. m o0 Sy vy | actual /60 ppm actual ppm actual ppm actual ppm Std. or
# So1r-2 24 | B G2 292 #_Z5ej2-25-/ #_Spe/’ -/ | Comments
YIRS 2 f X T e Sent-fof B S/ - - - Yoy s Ay
“YAerfo 2 -, - - /
~Spd-lrL /ot [
~JCb-li 2 204 . /
DS pb-hi S/ [
7. WP 201 |
i - /L Loab 142 0.4 . /
: b 11[0.1 -fy 2 : .5/4/ [
X W / e, |
: ' - 25Zh Y 2 - - APWAE /
i —/%J Jvl - - 20“/ - ]
255, 4l - - Sl -
—23pgbvc2l ¥V, - L 1./ -
| > S : VW E -
. BT g e e — /'7)D P ~f - R o P m = -
G5~ O, 05n/ - - -
G395 — 8 PP |, - - -
ER7ENYWIN| - - -
R Y MU - - -
G54 2. 07x] - : -
3459 popZ-l, - - -
Svor= 2 02nl, : - -
S0/~ LedF ], , - - -
P02~ A 0¥] - - -
| 5405 0,070l - - - U
| ' Study number where the original worksheet is located.,
Blank A :idb. ] Scie Std# T A-P-279) amount=___/, &’ mL
Serum Extraction Method TS XD Date & Initials
Vortex 15 sec. /2859 2 wi/
Pipette Matrix Volume /) ml
J Pipetic 1 mi of 0.5 M_TBA, pH 100« ¥l Zaip-/435 5500 8__G5077 — -7/
Pipette 2 ml of 0.25 NaC03/0.25M NaHCO3 buffer  Std. #2952 // =/ L il/
Dispense 5 mi of methyl-t-buty! ether 173 ™N-A-_ 2 255 v
| Shake 20 min. D perd JOO (2D Lost Slolle ocontn fuge - 4725 ¥ /28-20/95 —Zand
Centrifuge 20-25 min. Centrifuge speed: 5 22 |
ot org r (2 N4
Put on Nitrogen Evaporator to dryness _Evaporator #: Temperature: s /7=y ,//}9/‘.;9‘ — A ol
Add methanol Volume /[ 5/ ml TN-A- !
Vortex 30 sec. .I
Filter using a 3cc B-D svringe with a 0.2um filterintoa 1.5 ml autosample vnz%__@ V4
MS/MSD/_Z_Cont. Checks: Spiked .5___uL ofa_’¢ - ppm std (_% %o/2 ;") for a final concentration of

¢, 43¢ ppm. MS/MSD used sample 724 /. 2.5/ . Cont. Checks used same matrix as for std curve.
Surrogate Standard: Spiked 24« uL ofa___ ppm std ( )to all samplj standards, and blanks

2 S )/' (/( 23 .)‘ MJ/M D(JJ/ 0(’1 TH-A J 5

g/ ﬂ//.{’ Y/ /c‘na BE ‘-/.-/-/ /r e 7// L L= T ’f”"/ //?—/!E-
f'J/// d”l) Mur 2T /‘I‘))J'I // //; ~ 1{///_) !?uJ} Vi 41 //‘l»‘? J * ‘n

Attachment A ETS-8-4.0 Page 10 othOi
Contri daging I Aismrs - E}tracugx/gpl-'os;rom Sym L/ ./ ‘ C¢Q

(_'/ /':n// uu/um( Ry (?t/‘s/ /;/ Yol /"7'/) ./%//J —;«or/ /}/}/r/c/ /

/—4;/ "._/umr i /c’... '/}JvLJ/../ 3 - /////’- 22 s



Prep Date(s):
Anslyst(s):
Sample Matrix:
Method/Revision:
‘Target Analyte(s):

lon Pare Standard Curves--GENOO6 (Human Sera - Decatur Samples)

3/28/99
RWW
Human Sera
ETS-8-4 0
FC Mix (PFOS. PFOSA, PFOSAA, EtFOSE, PFOSEA, M356)

FC Mix Std Approx. 0.500 ppm:
FC Mix Std Approx. 5.00 ppm:
FC Mix Std Approx. 50.0 ppm:
Surrogate Std Approx. 100 ppm:

99012-29-2
99012-29-1
99012-100

99012-3-24

Actual Concentrations of Standards in the FC Mix & M570.

Study Number: GENOL
Equipment Number:
Finul Solvent & TN Number: MeOH / TN-A-2438
Blunk Fluid/Identifier: Rabbit Sera / TN-A-2391

i PFOS PFOSA PFOSAA EtFOSE PFOSEA M556 FC Mix All
: Std Conc. Std Conc. Std Conc. Std Cone. Std Conc. Std Conc. Am't Spiked  Final Volume
ug/mL ug/mL ug/mL ug/mL ug/mL- ug/mL mL mL
\ 0.500 0.500 0.500 0.500 0.500 0.500 0.010 1.015
l 0.500 0.500 0.500 0.500 0.500 0.500 0.020 1.025
! 5.00 5.00 5.00 5.00 5.00 5.00 0.005 1.010
5.00 5.00 5.00 5.00 5.00 5.00 0.010 _J.ois
I 500 5.00 5.00 5.00 5.00 5.00 0.020 1.025
J 50.0 50.0 50.0 50.0 50.0 50.0 0.005 1.0t10
e s - 50.0 500 - - 5007~ 500 oS0 0010 1.015
50.0 50.0 50.0 50.0 50.0 50.0 0.015 1.020
50.0 50.0 50.0 50.0 50.0 50.0 0.020 1.025
Calculated Concentrations of Standards in the Sample Matrix.
; PFOS PFOSA PFOSAA | E(FOSE | PFOSEA MS56 - Surrogate All
Final Conc. Final Conc. Final Conc. | Final Conc. | Final Conc. | Final Conc. Std Conc. Am't Spiked
ng/mL ng/mL ng/ml. ng/mL ng/mL ng/mL ug/mL mlL
493 4.93 493 493 493 4.93 100 0.005
9.76 9.76 '9.76 9.76 9.76 9.76 Surrogate
24.8 248 24.8 248 248 24.8 Final Conc.
49.3 49.3 493 49.3 493 49.3 ng/mL
97.6 97.6 976 97.6 97.6 976 500
248 248 248 248 248 248
493 493 493 493 493 493
735 735 735 735 735 735
N 976 976 976 976 976 976
Actual Concentrations of Standards in the FC Mix.
" PFOS PFOSA PFOSAA | EtFOSE | PFOSEA MZ556 FC Mix All
Std Conc. Std Conc. Std Conc. Std Conc. Std Conc. Std Conc. Am't Spiked  Final Volum
ug/mL ug/mL ug/mL ug/mL ug/mL ug/mL mL mL
MS 5.00 5.00 5.00 5.00 5.00 5.00 0.010 2.011
MSD| 5.00° 5.00 5.00 5.00 5.00 5.00 0.010 2.011
j Calculated Concentrations of Standards in the Rabbit Sera(.08 ml).
) PFOS PFOSA PFOSAA | EtFOSE | PFOSEA M556 Surrogate Al
Final Conec, Final Conc. Final Conc. | Final Conc. | Final Conc. | Final Conc. Std Conc. Am't Spiked
ng/mL ng/mL ng/mL ng/mL ng/mL ng/mL ug/mL mL
MS 625.00 625.00 625.00 625.00 625.00 625.00 100 0.001
MSD! 625.00 625.00 625.00 625.00 625.00 625.00 - Surrogate
Final Conc.
ng/mL
50
! Calculated Concentrations of Standards in Methanol(0.2 ml).
PFOS PFOSA PF OSAA EtFOSE PFOSEA MS556 Surrogate All
Final Conc. Final Conc. Final Conc. | Final Conc. | Final Conc. | Final Conc. Std Conc. Am't Spiked
ng/mL ng/mL ng/mL ng/mL ng/mL ng/mL ug/mL mlL
MS 250.00 250.00 250.00 250.00 250.00 250.00 100 0.00]
MSD 250.00 250.00 250.00 250.00 250.00 250.00 Surrogate
Final Conc.
ng/mL
200

GENO1! ion pair sheet.x!s

BEST COPY AVAILABLE

04302
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FACT: DATA REVIEY SUMMARY FORM

BEST COPY AVAILABLE

Acceptable Linear Rangs: & 13 ~ Y3574

Date: {/] /77

Analyst: /“U Analyte 4: ~o5

FACT Study Number Qe ~um (( Acceptable Linear Range: 4 57 - ¥75%%
Matrix Mus LOQ for this data set: 4.97 /44
Time Points W ind Re-evaluated for differeat range? _i&_
Dilutions? P a

Analyts 1 = Aualyts 5

Acceptable Linear Range: 4-T3-T ¢ A4 Acceptable Linear Radgs:
LOQE tis data set: & a3/ - |LOG Tor this data set:

Re-evaluated for different range? __i&_s’_ Re-cvaluated for differeat range? ___
Analyta 7: 7= Analyts 6. o

Acceptable Linear Range: y

Acceptable Linear Range: 4 <3 - I
LOQ for this data set 4 <3 M

Re-evaluated for dxﬁ'erent range? 41 ¢

3
LOQ for this datasett 4 3 7’” LOQ for this data set: @/
Re-evaluated for different range? AL ?
Analyte 3: ?EI-U

¢04303
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Quant ity Compound

Sample List

Summary Raport

Lest, modified. Mon May 03 06:48:39 1999

Mathod

Last modified: Mon May 03 07:33:57 1999

Job Coue:

Printed:

Mon May 03 07:34:31 1999

C:\MASSLYNX\rats2.PRO\SampleDB\043099a1

C:\MASSLYNX\ratel. PRO\MathDB\C43099a

BEST COPY AVAILABLE

Page 1

Compound 1: PFHS

) Name
11109900l
231099002
R FUK L UTR)
Y LR ean g
L 19nad,
[ By LT )
BEEERRE LTI
- 4199000
1+ 43099009
42039010
343099011
143099012
. “44.99033
Le e42L99014
. 990LL
AR R L DAY 1

3

T 043099028
29 543499029
3. 143099030
31 443099031
Z 343099032

33 243099033 .

34 C43099034
38 )43099035
36 143C99036
37 183099037
34 343099033
32 343999039
47 243099040
47 343099042
12 143099042
43 143099043
44 43099044
1€ 243099045

Amelia 062498: Reviewed and quantitated by hoj $/3/99

Samplelist Text

GENO11 RBS04289-250 ppb
GENG11 RBSV4289-250 ppb
MeCH Blank

MeCH Blank

GENQ11 ABS04289-WBlank-1
GENOll RBSU4289-5Blank-1
GENO1l RBSU4289-5 ppb-1l
GENO11 RBS04289-10 ppb-l
GENO11 RBS04289-25 ppb-1
GENO11l RBS04289-50 ppb-1
GENO1]l RBS04269-100 ppb-1
GENO11l RBS04289-250 ppb-l
GENO11 RBS04289-500 ppb-1l
GENO1l RBS04289-750 ppb-1
MeOH Blanx

MeOH Blank

GENO1l RBSQU4289-WBlank-1
GENOLl, 9354 (0.09 mL}
GENO11l, 9395 (0.07 mlL}
GENO1l, 9396 (0:08 mL)
GENQ11, 9397 (0.07 ml)
GENQLl, 9398 (0.07 ml)
GENQ11 RBS04289-50 ppb-1
MeOH Blank

‘GENO1l RB504209-wBlank-1
GENC1l, 9399 (0.07 ml)
GENQ1l, 940¢ (0.07 =mlL)
GENO1l, 9401 (0.00 mL)
GENQll, 9402 (0.08 mlL)
GENO11, 9403 {0.07 mL)
GENO1l RBS04289-50 ppb-1
GENQ1l RBS042089-250 ppb,
GENO1l RBS04289-250 ppb,
GENO11 RBS04289-50 ppb-1
MeCOH Blank

GENQ11 RBSQ04289-WBlank-2
GENO1l RBS04289-SBlank-2
GENO11 RBS04289~5 ppb-2
GENO1l RBS04289-10 ppb-2
GENO1l RBS04289-25 ppb-2
GENOl1 RBS04289-50 ppb-2
GENO11 RBS04289-100 ppb~2
GEND11l RBS04289-250 ppb-2
GENO11 RBS04289-500 ppb-2
GENO11l RBS04289-750 ppb-2

Type
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard
Standard
Standard
Standard
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Qc

Analyte
Analyte
Analyte
Analyte
Analyte
Analyts
Analyte

o«
Analyte
Analyte

oc
Analyte
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard
Standard
Standard
Standard

3td Conc nr
4.73%
4.720
4.9
9.76 4.691
24.80 4.697
49.30 4.691
+97.60 4.677
248.00 4.689
493.00 4.680
735.00 4.686
4.689
4.617
4.602
4.686
. 685
49.30 4.705
. e, 644
4.708
4.689
4.696
4.693
4,695
49,30 4.697
4.696
4.691
49.30 4,706
4.93
9.76 4.699
24.80 4.702
49.30 4.706
97.60 4.697
248,00 4.69%4
493.00 4.684
735.00 4.701

Area
4
521

26

126
218
613
1107
1724

216
537

636 .

mm
139

e 50

88
1108
479
300
527
130
679
651
143

3s

127
243
543
1179
1774

Conc. Flags SDev
199.93 bd
220.1¢ bb
8.35 MM -14
23.01 MM -7
51.29 MM 4
89.51 bb -8
259.77 MM S
470.97 MM -4
735.29 MM ]
63.73 MM
226.99 bb
~269-51 bb
73.01 MM
27.18 MM
56.93 M 1$
18.61 MM
35.00 MM
505.91 MM
202.49 MM
125.96 bb
222.75 MM
82.97 MM 7
209.14 MM
276.12 MM
58.43 MM 19
12.27 MM 26
23.21 bb -6
$1.86 MM 5
101.25 MM 4
229.85 MM =7
501.72 MM 2
756.56 MM 3

P70S Myt Gervt
on S{03la%
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Quanti(y Compound Summary Report

Sample List:

C:\MASSLYNX\ratas2.PRO\SampleDB\043099a1

Last modified: Mon May 03 06:40:38 1999

BEST COPY AVAILABLE

Page 2

AL

Method: C:\MASSLYNX\rate2. PRO\MethDB\043099a
Last modified: Mon May 03 07:33:57 1999
Job Code
Printed: Mon May 03 07:34:31 1999
Compound 2. PFOS
¢ Name Samplelist Text TYpe 8td Conc RT Area Conc. Flags tDev
LI X4 GENOI: RBSu4289-250 ppb Analyte 5.203 5841 186.42 bb
RTER N SENOLD RBSG4299-250 ppb Analyte 5.267 6144 196.10 bb
Asetep g MeUH B8lank Analyte
RIS TS | MeQH Blank Analyte
IR XK K IO GEND11l RBS504289-WBiank-1 Analyte
RRIELUTITY GENO11 RBS04289-SBlank-1 Analyts
R RIEE TR GENO11 RBS04289-5 ppb-1 Standard 4.9 5.254 161 4.71 bbb -4
o 3UYPles GENO1l1l RBS04289-10 ppb-1 Standard 9.76 $.237 314 9.61 bb -2
RS EIEE VIR ) GENOl1 RBS04289-25 ppb-1 Standard 24.00 $.244 819 25.76 bb 4
. 4419903y GENOll RBS04289-50 ppb-1 Standard 49.30 $.238 1551 49.17 bb o]
L. 4309901 GENOL! RBS04289~100 ppb-1 Standard 97.60  5.249 2995 95.39 bb -2
N EUT LD 0 GENO1l RBS04289-250 ppb-1 Standard 249.00 5.259 6950 221.89 bbx ~11
-3 143099013 GENO11 RBS04289-500 ppb~1 Standard 493.00 5.250 1289S 412.06 bbx ~16
-4 343099014 GENO11l RBS04289-750 ppb-1 Standard 735.00 5.25% 19202 613.78 bbx ~16
L1 430990:% MeOH Blank Analyte
1% 143099016 MeCH Blank Analyte -~
17 94309901 GENO1l RBS04209-WBlank-} Analyte 5.281 24 0.33 MM
+H 343099018 GEND11, 5394 (0.09 mL) Analyte 5.240 453 14.06 bb
19 543099019 GENO11l, 9395 (0.07 mlL) Analyte 5.246 623 19.48 bb
20 043099020 GENCG11l, 9396 {0.08 mlL) Analyte $5.250 (383 25.51 bd
21 043099021 GENO11, 9397 {0.07 ml) Analyte $.233 423 I3.09 bb Eﬂ]“nd N
22 043099022 GENO11, 9398 (0.07 mL) Analyte .256 399 12.33 bb .
23 043099023 GENO11l RBS04289~50 ppb-l QC 49.30 5.2%1 1459 46.24 bb -6 of b] ‘i?
24 043099024 MeOH Blank . Analyte i, o ——
= 22 %0DAIRB0025~. - GENOL1l RBS04289-WBlank=-1- ~ - - e Analyte - T f
1€ 24309902 GENO11l, 9399 {G.07 mL} Analyte 5.256 347 10.68 bb
2T 43999027 GENO11, 840C {0.07 mL} Analyte 5.239 671 21.04 bb
27 43099028 GENO1l1, 9401 (0.08 mlL) Analyte 5.244 489 15.21 bb
Iy "43u,99:29 GENOL1l, 9402 (0.08 mL) Analyte $.240 1461 46.32 bb
LI GENOl1l, 9493 (0.07 aL) Analyte $5.245 027 26.04 bb
GENO1. RBS04269-50 ppb-1 o4 49.30 5.248 1591 50.46 bb 2
GENO11l RBSQ4289-250 pph, MS Analyte 5.246 7594 242.50 bb
. GENOl1l RB504289-250 ppb, MSD Analyte 5.238 6928 221.18 b
GENO1l RBS04289~5S0 ppb-1 QC 49.30 5,256 1600 50.75 bb 3
MeOH Blank Analyte
GENO1l RBS04289-WBlank-2 Analyte
GENO11 RBS04289-SBlank-2 Analyte
GENO11 RBS04289-5 ppb-2 Standard 4.93 5,250 176 5.19 bb -]
GENO1! RBS04209-10 pph-2 Standard 9.76 5.248 319 9.77 bb Q0
41343099740 GENO11 RBS04289-25 pphb-2 Standard 24.80 5,251 765 24.03 bb -3
sl G4309904! GENO11 RBS04289-50 ppb~2 Standard 49.30 5.252 1554 49.28 bb 0
+2 343099042 GENO11l RBS04269-100 ppb-2 Standard 97.60 5.265 3135 99.86 bb 2
43 343099043 GENO1l RBS04209-250 ppb-2 Standard 2408.00 5.245 6034 218.19 bbx =12
44 943099044 GENO11 RBS04289-500 ppb-2 Standard 493.00 5.253 13256  423.61 bbX -14
45 243099045 GENO11l RBS04289-7%0 ppb-2 Standard 735.00 5.249 19108 610.79 bbX -17

Amelia 062498:

Revieved and quantitated by ho3 5/3/99

¢04305
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Quantily Compound Summary Report

B BEST COPY AVAILABLE

Page 3

‘Method: C:\MASSLYNX\rats2.PRO\MathDB\043099a
Last modified: Mon May 03 07:13:57 1999

Job Code:

Princed: Mon May 03 07:34:31 1999

Compound 3 PFDS

* Nama Samplelist Text Type std Conc RT Area Conc. Flags SDev
e SENOLL PBS4299-250 ppb Analyte 5.659 12 85.74 bb
Y] SENGLL RBSO4259-250 ppb Analyte 5.641 23 342.31 bd
[P K TIIANY MeOH B.anx Analyte
R Y NI ) MeOH Biank Analyte
R L TN GENO11 RBSU4239-WBLlank-1 Analyte
R T U GENC11 RBS04299-SBlank-1 Analyte
ERUE VIR GENG11 RBS04289-5 ppb-1 Standard 4.93
< .4 1,99004 GENOll RBS04289-10 ppb-1 Standard 9.76
s 439599009 GENO11l RBS04289-25 ppb-} Standard 24.90 5,583 10 8.72 bd -65
e 143999050 GENOL1 RBS04283-50 ppb-1 Standard 49,30 $.890 13 87.16 MM 77
v 43099011 GENO1l RBS04289-10¢ ppb-1 . Standard 97.60 5.644 11 47.01 bd -52
- 143999012 GENO11 RBS04289-250 ppb-1 Standard 248.00 5.654 19 249.53 bk 1
+3 143099013 GENOL1l RBS04289~500 ppb-1 Standard 493.00 5.626 29 499,12 bb 1
14 043099014 GENO1l RBS04289-750 ppb-1 Standard 735.00 5.632 4 632.03 MM -14
L& 143099015 MeOH Blank : Analyte
16 043099016 MeOH Blank Analyte 5.703 50 1030.72 b
17 043099017 GENC11l RBS04289-wBlank-l Analyte
18 443099018 GENO1l, 9394 (0.09 alL) Analyte 5.679 16 170,76 MM
19 243099019 GENO1], 9395 (0.07 mL) Analyte S.491 4 0.00 bb
2% 443999020 GENO1l, 9396 (0.08 mL) Analyte 5.627 26  420.38 bb
21 043099021 GENO11, 9357 {0.07 mL) Analyte 5.649 20 " ™~262.40 bd
: 22 243099022 GENO11, 9398 (0.07 mlL) Analyte 5.632 66 1440.50 bb
i 23 143099023 GENO1]l RBS04289-50 ppb-1 o 49.30 5.629 9 0.00 M4 =100
J .24 943099024 MeOH Blank P Analyte e wteade S 6 0.00 MM
“ T 25943099025 * GENO1l RBS04289-WBlank-1 ~ ~ - Analyte
26 743099026 GENOl1, 9398 (0.07 mL} Analyte $5.480 [] 0.00 bb
27 943099027 GENO11l, 39400 (0.07 mL) Analyte 5.614 23 344.15 bb
2% 54234399028 GENOL1l, 9401 (0.08 L) Analyte 5.643 16 178.86 bb
T* 43999029 GENO1l, 9402 {0.08 mL) Analytae 5.617 22 328,33 bb
i 33 y GENO1l, 9403 (0.07 alL) Analyte 5.641 46  943.73 bb
3 GENO1. RBS04289-50 ppb-1 Qoc 49.30
- 199032 GENC11 RBS04289-250 ppb, MS Analyte 5.647 23 341,94 bb
i 199,33 -GENDl1l RBS04289-250 ppb, MSD Analyte 5,639 15 148.95 bb
Te43U990 3 GENOLl RBS04283-50 ppb-1 Qc 49.30
O 43.99435 MeCH Blank Analyte
o4 9C36 GENO11l RBS04289~-WBlank-2 Analyte
W43.59¢37 GENO11 RBS04289-SBlank-2 Analyte
36 943999033 GENO1Y RBSD4289-5 ppb-2 Standard 4.93
3% 143.399u39 GENO11 RBS04289-10 ppb-2 Standard 9.76
4. 243399040 GENO11 RBS04289-25 ppb-2 Standard 24.80
41 043599041 GENC1l RBS04289-50 ppb-2 Standard 49.30  5.626 16  174.77 bbX 255
42 043099042 GENO1]l RBS04289-100 ppb-2 Standard 97.60 5.639 13 106.26 M4 9
43 943099043 GENO1l RBS04289-250 ppb-2 Standard 248.00 5.590 23 355.64 MM 43
44 043099044 GENQO11 RBS04289-500 ppb-2 Standard 493.00 5.648 20 473,47 MM -4
45 043099045 GENQO1l RBS04289-750 ppb-2 Standard 735.00 5.625% 39 762.37 MM Y

Amalia 062490: Reviawed and quantitated by hoj 5/3/99 (3'04305'



Quantify Calibration Report mﬁﬂw—nﬂm Page 1

Calibration: C:\MASSLYNX\rats2.PRO\CurveDB\C43099a
Last modified: Mon May 03 07:34:05 1999
Printed: Mon May 03 07:36:44 1999

Compound | name: PFHS =~ ° o - T T T T
Cocefficient of Determination: 0.998313

Calibration curve: 2.33693 * x + 6.12110

Response type: External Std, Area

Curve type: Linear, Origin: Exclude, Weighting: 1/x, Axis trans: None

1.77€3 |
|
|

/- %Conc

-14.4 — , :
0.0 1000 2000 300.0 400.0 500.0 600.0  700.0

Conc

Amelia 062498: Reviewed and quantitated by ho3 $/3/99

C¢3430%7
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Quantify Calibration Report mmm

Calibration: C: \MASSLYNX\rats2.PRO\CurveDB\ 043099
Last modifiect: Mon May 0J 07:34:0% 1999
Printed: Mon May 03 07:36:44 1999

Page 2

Compound 2 name: PFOS
Cocefficient of Determination: 0.998987

Calibration curve: 31.2623 * x + 13.4094

Response type: External Std, Area

Curve type: Linear, Origin: Exclude, Weighting: 1/x, Axis trans: None

2.30e4

/- %Conc

G

(6}

-16.9 - ' 2

Conc

0.0 100.0 2000 3000  400.0 500.0

1600.0

Amelia 062498: Reviewad and quantitated by hoj $/3/99

_700.0

¢04308



Quantify Calibration Report

Calibearion: C: \MASSLYNX\rats2.PRO\CurvedB\043099a
Last modiCied: Mon May 03 07:34:08 1999
Printed Mon May 03 07:36:44 1999

Compound 3 name: PFDS -
Coelticient of Determination: 0.955785
Calibration curve: 0.0390723 * x + 9.30435
Response type: External Std, Area

Curve type: Linear, Origin: Exclude, Weighting: 1/x, Axis trans: None

39.1
0 i T 1 1 1 4
255 |
! :
|
/- %Conc
—_— -
-64.8 — ‘ et : Conc
0.0 100.0 .__200'0 i 300.0 400.0 500.0 _§_00.0 700.0

Amelia 062498: Reviewed and quantitated by ho) 8/3/9%

c44309
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Quantity Compound Summary Report Page |
dample Liat: C:\MASSLYNX\rate2.PRO\SampleDB\043099a1 Tcupv Av
Las® modifired: Mon May 03 086: 38 1999

Method C:\MASSLYNX\rats2. PRO\MethOB\043099a
Last modified: Mon May 03 07:33:57 1999

Job Code-

Printed: Mon May 03 07:40:56 1999

Compound 1: PFHS

4 Name Samplalist Text Type std Cone RT Area Conc. Flags \Dev
L4 309900 GENOl1l RBS04289-250 ppb Analyte 4.735 473 199.93 bb
I LA3e%002 GENO1] RPS04289-250 ppb Analyte 4.720 521 220.14 bb
3 43098003 MeOH Blank Analyte
4 430990043 MeOH Blank Analyte
S 4399008 GENO1l RBS04289-wWBlank-1 Analyte
% +d3U990us GENO11 RBS04289-SBlank-1 Analyte
T 443398907 GENO1l RBSG4289-$ ppb-1 Standard 4.9
4 4431199008 GENG11 RBS04289-10 ppb-1 Standard 9.76 4.691 26 8.35 MM -14
R 9 343099009 GENO11 RBS04289-25 ppb-1 Standard 24.80 4.697 60 23.01 MM -7
| 1y 43299010 GENO11 RBS504289-50 ppb~1 Standard 49.30 4.691 126 $1.29 MM 4
i 1. .43099011 GENO11 RBS04289-100 ppb-1 . Standard 97.60 4.677 215 89.51 bb -8
12 743099012 GENOL1l RBS04289-250 ppb-1 Standard 248,00 4.689 613 259.77 MM S
11 44303901 GENOll RBS04289-500 ppb~1 Standard 493.00 4.680 1107 470.97 MM -4
! 43039014 GENO11 RBS04289-750 ppb-1 . Standard 735.00 4.686 1724 735.29 MM 0
_ -414908y15 MeOH Blank Analyte
t 2399016 MeCH Blank Analyte
1T .83.99017 GENOli RBS04289-WBlank-1 Analyte
15 .43L99uly GENO1l, 9394 (0.09 alL} Analyte .4.689 216 09.73 MM
12 432994919 GENO11l, 9395 (0,07 ml) Analyte 4.677 537  226.99 bb
20 133299020 GENO11l, 9396 (0.09 alL) Analyte 4.682 636 . 269.51 bb
2V 431994921 GENO1l, 9397 (0.07 mL) Analyte 4.686 177 73.01 MM
43199022 GENO1l, 9398 (0.07 mL) Analyte 4.635 70 27.18 MM
343099023 GENO1l ABS04289-50 ppb-1 oC 49.30 4.708 139 $6.93 MM 18
(43399024 MeOH Blank - Analyte . o d4.644- - —-- 50 18.61 MM
9O TE™ - GENO1l RBS04289~WBlank-1" ~' Analyte
©43799026 GENO11, $399 (0.07 ml) Analyts 4.705 a8 35.08 MM
$43099027 GENO11l, 9400 (0.07 mL) Analyte 4.669 1188 505,91 MM
243199028 GENC11l, 9401 (0.08 mL) Analyte 4.696 479 202.49 MM
243399029 GENC11, 9402 (0.08 aL) Analyte 4.69) 300 125.96 bd
243099030 GENO11, 35403 {0.07 mlL) Analyte 4,698 527 222.15 MM
143099031 GENO11 RBS04289-50 ppb-1 Qc 49.30 4.697 130 52.97 MM 7
943099032 GENO11 RBS04289-250 ppb, MS Analyte 4.696 6719 280.14 MM
343099033 . GENO11 RBS04289-250 ppb, MSD Analyte 4.691 651 276.12 MM
043099034 GENO11 RBS04289-50 ppb-1 Qoc 49.30 4.706 143 58.43 MM 19
243099035 MeOH Blank Analyte
043099036 GENO11l RBS04289-WBlank-2 Analyte
37 343099037 GENQO11l RBS04289-SBlank-2 Analyte
38 143099038 GENOll RBS04289-5 ppb-2 Standard 4.93
39 143099039 GENO1l RBS04289-10 ppb-2 Standard | 9.76 4.699 as 12.27 MM 26
40 143099040 GENO11 RBS04289-25 ppb-2 Standard 24.80 4,702 60 23.21 bb -6
41 343099041 GENOL11 RBS04289-~50 ppb-~2 Standard 49.30 4.706 127 51.86 M4 5
42 243099042 GENO11 RBS04289~100 ppb-2 Standard 97.60 4.697 243 101.25 MM 4
43 £42099043 GENO11l RBS04289-250 ppb-2 Standard 248,00 4.6%4 543  229.85 MM -7
d 44 343099044 GENOl1 RBS04289-500 ppb-2 ~ Standard 493.00 4.6084 1179 S01.72 MM 2
45 243099045 GENO11l RBS04289-750 ppb-2 Standard 735.00 4.701 1774 756.56 MM 3

Amelia 062498: Reviewed and quantitated by ho) 5/3/99

¢043310
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Quantity Compound Summary Report

Sample List.
Last modifled:
Method

Last modified:
Job Code:

Printed:

C:\MASSLYNX\rats2.PRO\SampleOB\043099a1
Mon May 03 06:48:38 1999
C:\MASSLYNX\rats2.PRO\MethDB\043099a
Mon May 03 07:33:57 1999

Mon May 03 07:40:56 1999

BEST COPY AVAILABLE

Page 2

Compound 2: PFOS

Name
1§ 1999001
J43099002
143099013
943099004
2473999008
143099006
+43599007
143099008
34319901u9
143199010
243699011
143999012
143699013
243599014
G43w99018
2143439016
43539017
443499019
19 :43.99:19
29 7143599020
L 43039021
22 743199022
23 143099023

EERC RECQFAEY FRrY

ot pa ey -
T Ty

——-
@ g

R I LD
2€ 135799026

33459027
29 43939028
29 3413.99029
3¢ 143539030
3! 2430989031
32 643099032
33 043099033
34 043099034
35 043099035
36 043099036
37 243099037
38 343099038
39 043099039
40 043099040
41 0430599041

2 343099042
43 243499043
44 043099044
45 143099045

Amalia 062498: Reviewed and quantitated by hoj 5/3/99

Lo td I iden. ..

Samplelist Text

GENO1l RBS04289-250 ppb
GENO11 RBS04289~250 ppb
MeOH Blank

MeCOH Blank

GENO1l ABS04289-WBlank-~1
GENO11 RBSN4289-SBlank-1
GENO1l RBS04289-5 ppb-1
GENO11l RBSQ4289-10 ppb-1l
GENOll RBS04289-25 ppb-1
GENOl1l RBS04289-50 ppb-1
GENO1l RBS04289-100 ppb-1 .
GENQ1]1 RBS04289-250 ppb-1
GENGC11 RBS04289-500 ppb-1
GENO11 RBS04289-750 ppb-1
MeOH Blank

MeOH Blank

GENO1]l RBS04289-WBlank-1
GENO11l, 9394 (0.09 mlL}
GENO11l, 9395 (0,07 mlL}
GENO1l, 9396 (0,08 mL}
GENOl11, 9397 (0.07 mL)
GENOL1l, 9398 (0.07 mL)
GENO11 RBS504289-50 ppb-1
MeOH Blank R
GENO11 RBS04289-WBlank-1
GENOL11, 9399 10.07 mL}
GENQll, 9400 {0.07 mL)
GENO1l, 9401 (0.08 mL)
GENOll, 9402 (0.08 mL)
GENOL1l, 9403 (0.07 mL)
GENO1l RBS04289-50 ppb-l
GENO1l RBS04283-250 ppb, MS
GENO11l RPBS042089-250 ppb, MSD
GENO11l RBS04289-50 ppb-1
MeCH Blank

GENO1]l RBS04289-WBlank-2
GENO11 RBS04289-SBlank-2
GENO11 RBS04285-5 ppb-2
GENOll RBS04289-10 ppb-2
GENO11l RBS04289~2S ppb-2
GENO11 RBS04289-50 ppb-2
GENO1l RBS04289-100 ppb-2
GENOLl1 RBS04289-250 ppb-2
GENOll RBS04289-500 ppb-2
GENO1]l RBS04289-750 ppb-2

Type
Analyte
Analyts
Analyte
Analyte
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard
Standard
Standard
Standard
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Q<

Analyta
Analyte
Analyts
Analyte
Analyte
Analyte
Analyte

Qc
Analyts
Analyte
Qc

Analyte

Analyte

Analyte

Standard
Standard
Standard
Standard
Standard
Standard
Standard
Standard

atd Cone

4.93
9.76
24.680
49.30
97.60
240.00
493.00
735.00

X

49.30

49.30

4.93
9.76
24.80
49.30
97.60
248.00
493.00
735.00

Area
5041
6144

161
314
819
1881
2995
6950
12895
19202

24
45)
623
81k~
423
399

_._.1459

347
671
489
1461
827
1591
7594
6920
1600

176
319
768
1554
138
6834
13256
19108

Conc. Flags Dev
215.81 bb
227.13 bb
3.29 bb -33
9.02 bb -8
27.91 bb 13
55.29 bb 12
109.34 bb 12
257.30 bb 1
479.71 bb -3
715.64 bb -3
0.00 M4
14.23 bb
20.57 bb
2761 bb
13.09 bb
12.21 bb
51.86 bb s
10.27 bb
22.38 bb
15.57 bb
$1.95 bb
26.23 bb .
56.80 tb 1 c l.
281.40 bb SEnw DJ/M L
256.46 bb
57.14 bb 16
3.85 bb -22
9.21 bb -6
25.89 bb 4
55.42 bb 12
114.57 bb 17
252.96 bb 2
493.22 bo 0
712.14 bb -3

¢04311
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Quantafy Compound Summary Report

Sample List

C:\MASSLYNX\rats2. PRO\SampleDB\043099a1

Last mod1fi1ed: Mon May O3 06:48:39 1999

HMethod

C:\MASSLYNX\rats2. PRO\MethOB\043099a

Lasrt modifired: Mon May 03 07:33:57 1999

Job Coude

Printed

Mon May 03 07:40:56 1999

BEST COPY AVAILABLE

Page 3

Compound J: PFDS

t Name
L 743u99001
2 044099002
3 143499003
4 043999004
5 043499008
6 v43099006
T 4 2990 !
2 430900
3 143,99409
1. 43999010
11 442363901
12 943099012
13 043099013
14 v43099014
15 243099015
16 43099018
17 0434599517
13 43099913
19 543499019
23 243439020
21 4399021
£3 983099022
23 43599023

-5 4i09992%

35 143499930
31 ,43099021
32 43309%u32
33 343999033
34 043099034
35 043099035
36 043099036
37 043099037
38 043099038
39 043099039
40 043099040
41 043085041
42 043099042
43 043099043
44 243099044
45 043099045

Analia 062498: Reviewed and quantitated by hoj 3/3/99

Samplelist Text

GENG1}
GENO11l

RBS04289-250 ppb
RBS04289-250 ppb

MeOH Blank
MeQH Blank

GENO11
GENO11
GENC11
GENO11
GENO11
GENO11
GENO11
GENO11
GENO1l
GENO11

RBS04289-WBlank-1
RBS04289-58lank-1
RBS04289-5 ppb-1
RBS04289-10 ppb-1
RB504289-25 ppb-1
RBS04289-50 ppb-1
RBS04289-100 ppb-1
RBS04289~250 ppb-1
RBS04289-500 ppb-1
RBS04289-750 ppb-1

MeOH Blank
MeOH Blank

GENO11

GENO11,
GENO11,
GENO11,
GENO11,
GENO11,
GENO1]

RBS04289-wBlank-1
9394 (0.09 mL)
9395 (0.07 ml)
9396 :0.00 mL)
9397 10.07 mL)
9398 (0.07 mL)

RBS04289-50 ppb-1

MeOH Blank

GENO11
GENO11,
GENO11,
GENO11,
GENO11,
GENO11,
GENO11
GENO1]
GENOQ11
GENO11

RB504289-WBlank-1
9399 (0.07 mL)
94900 (0.07 mL)
9401 (0.08 alL)
9402 (0.08 mL)
9403 {0.07 mL}

RB504289-50 ppb~1

RB504289-250 ppb, MS
RBS504289-250 ppb, MSD

RBS04289-50 ppb-1

MeOH Blank

GENO11
GENO11
GENO11
GENO11
GENO11
GENO11l
GENO11
GENO11l
GENO11
GENO1l1

RBS04289-WBlank-2
RBS04289-SBlank-~2
RBS04289-5 ppb-2
RBS04289-10 ppb-2
RB504289-25 ppb-2
RBS04289-50 ppb-2
RBS04289~-100 ppb-2
RBS04289-250 pph-2
RB504289-500 ppb-2
RBS04289~750 ppb-2

Type
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard
Standard
Standard
Standard
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Qc
Analytes
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Qc

Analyte
Analyte
QC
Analyte
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard
Standard
Standard
Standard

8td Conc

4.93
9.76
24.680
49.30
97.60
248.00
493.00
735.00

49,30

e U

RT
5.659
5.641

$.588)

5.626
5.639
5.599
5.648
5.625

Canc. Flags SDev
b

Area

12 65.74 b
23 342.31 bbD
10 8.72 bb
12 87.16 MM
11 47.01 bb
19  249.53 bb
29 499,12 bb
M 632.03 MM
50 1030.72 bb
16 178.76 MM
4 0.00 bb
26~ 428.30 bd
20 262.40 bb
66 1440.50 bb
.9 0.00 MM
6 0.00 MM
6 0.00 bb
23 M4.1S5 bb
16 178.86 bb
22  228.33 bb
46 943.73 bb
23 341.84 bb
15 148.95 bb
16 174.77 bbX
13 106.26 MM
23 355.64 MM
28 473.47 MM
39 762.3T MM

-6%5
17
-52

14

=100

285

¢04312



uantify Calibration Report

Calibrarion: C:\MASSLYNX\rats2.PRO\CurveDB\043099a
Last motified: Mon May 03 07:40:38 1999
Printed Mon May 03 07:40:58 1999

Compound | name: PFHS

Coefficient of Determination: 0.998313
Calibration curve: 2.33693 * x + 6.12110
Response type: External Std, Area

Curve type: Linear, Origin: Exclude, Weighting: 1/x, Axis trans: None

1.77e3

= ¢ RESPONSE |

25.7

— )

/- %Conc

-14.4

Conc

0.0 1000 2000

300.0

400.0

500.0

__6000

Amalia 062498: Reviawed and quantitated by hoj 8/3/99

700.0

04313



Quantify Calibration Repart m”mlABlE Page 2
Calibration C:\MASSLYNX\rats2. PRO\CurveDB\043099a

Last modified: Mon May 0J 07:40:38 1999
Printed Mon May 03 07:40:50 1999

Compound 2 name: PFOS o ST ey
Cocflicient of Determination: 0.998238

Calibration curve: 26.7298 * x + 72.7186

Response type: External Std, Area

Curve type: Linear, Origin: Exclude, Weighting: 1/x, Axis trans: None

1.97e4

I

“7" Response |

0 T T T T T Ty
17.4.
i
;k i ) T T L T T ™ :
/- %Conc |
|
-33.2 | — : ; ‘ Conc
0.0 100.0 29_0_9______309_0 400.0 500.0 _ “(_5_0~0_.0 _ 700.0

Amalia 062498: Reviewsd and quantitated by hoj 3/1/99

(04314



Mmoot et Cate

C:AMASSLYNA . ratsl. PRO\MethDB\ 0410994 . b
Mon May uUJ 07:33:57 1999

PR TPRTEAN 1: PFHS
: Mon May 0) 07:53:34 1999 A X . " - —/ / It
- . e = [ LAL/ 03 O; ?I
Lompoied Namue: PFHS
[ntecrrnal kef.: {None])
Quantity Trace: TIC
Conc. %! Standards: conc. A
User #Y Value: 1.000000, Disabled
User #wan Factor: 1.000000
intwgra -~ Window Factor: 2.000
Feas ... alion
s Time minsy: 4.487, Enabled
aetent.on Time: 0.000, Disabled
Tile A.L3iw .mins): 0.584
fRar Lv.e T Un Nearest ’
Respurse Type: External
hespournsea: Areas
Za.1brat.on Curves .
Polyncmial Type: Linear
Point of Qrigain:. Exclude
Fit Weignting: 1/x . e Wit e e -
= AkEs<Treneformation: None o ) o
Concentration
Unics:
Noise
Peak-%0-peak ampljtude: 206
Smooth
Smoothing: Disabled
Window size (scans): 3
Number cf smooths: 2 -

Smeccthing method:

Base..re

3 .-.ey threshold: 20.00
Regure geak tailing: 50.00
Rai52 cafe.ine maximum: 5.00

Pesr lezaration

Traw v ical threshold: 10.00

Jetact snoulders: Disabled
Snou.cer tareshold: 40.00

Respense Thresnold

Relat.ve height: 1.50, Disabled
Absclate height: 0.00, Disabled
Relative 2.00, Disabled

Absolute area:- 0.00, Disabled

¢04315



Matn ey age 2

C:\MASSLYNX\rats2.PRO\MathDB\ 0430994 . mdb
Mon May 0J 07:33:57 1999

Cumgeeatel 2: PFOS
Printea: Mon May 03 07:53:34 1999 A .
——— . e}

0L2498  (Ac os/oz,/‘i‘i

e

AT

TUmpe i) Nesmee - PFOS
Intethoe., wwt.: {None}
Juatitat s Trece: TIC
anc. L0 itandards: Conc. A

‘iser ¥F ‘falue:
User Faar Factor:
Integra®=z Window Factor:

Pear Lcration

retent: .1, Time (mins):

1.000000, Disabled
1.000000
2.000

£.186, Enabled

He. - wetent:ion Time: J.000, Disabled
Tiume: AL low omins) ! 0.139%0
LT R N Y Nearest
besp .
Resp.na= Type: External
Respiase: Aresas
Za.10rat.on furves RPN
Polynomial Type: Linear
Point of Origin: Exclude
Fit Weighting: 1/% - e et o i
Kxis-Jsensfermation: None T o —
Concentration
Units: .
Noise
Pear-to-peax amplitude: 218
Smooth
Smocthing: Disabled
Window si12e (scans): 3
Number of smooths: 2
Smoothing method:
Baselines
Join valley threshold: 20.00
Reduce peax tailing: 50.00
Ra:se casel.ne maximum: 5.00
Eaa Secaracion
a. threshold: 10,00
sigers: Disabled
Sriu.3er inzeshold: 40.00

Respcrse Threshold

Relative height:
Absoiute he:ghr:
Relative area:
Absolute area:

1.50, Disabled
0.00, Disabled
2.00, Disabled
0.00, Disabled

¢04316



—d

C:AMASSLVNK . rat32. PRO\MethDB\ 0430994 .ndd

Mon May 03 07:33:57 1999
vomp: . .1 3: PFDS
Printen: Mon May Y3 07:53:34 1999

Anol.c

01,2493

e

LAC. (6]e 5[99

IOMEs ade 3 Meamee
[natweea i :
duan® L, Traoce:

Lone. L Stendards:

ser ¥t Value:
User reak Factor:
integrate Window Factor:

Peak Location

Retar.r Time (mins):
Fe.at Recuntion Time:
iMie Al 2w mins:

Respinse Type:
RespLrge:
Ca.i:braz.on Zurves

Polynsm:ial Type:
Point z¢ Jriqan:
fit We.gnzing:

" KxiN-MeaTstormation:

Concentracion

Units:

Noise

Peak-ic-peak amplitude:
Smooth

Smeothing:

Window size (scans):
Number of smooths:
Smoothing method:
Basei.nes

Jaia valley threshold:
Recuce zeak ta:iling:
Raise Taseline maximum:

fear Secazazion

cé. threshold:
uiders:
tnreshold:

CTaw
Tezes:
Shcu. zer

Respcose Trresnold

Tive he:gnt:
iLte heignu:
Relat:ve area:
Absoiute area:

PFDS
|None}
TIc
conc. A

.000000, Disabled
.000000
.000

N

5.573, Enabled
2.000, Disabled
0.228

Nearest

External
Areas

Linear
Exclude
/X
None

80

Disabled
3
2

20.00
$0.00
5.00

10.00
Disabled
40.00

1.50, Disabled
0.00, Disabled
2.00, Disabled
0.00, Disabled

e e e et = =

¢04347



BEST COPY AVAILABLE

Quantify Compound Suwmsary Report Page 1
QEN-011 Muman Sera / Qualitative Compound Check
H Sample List: C:\MASSLYNX\PACT-1.PRO\SampleDB\ 0501990 \ (
Last modified: Mon May 03 16:01:10 1999 ' ~
Mechod: C:\MASSLYNX\FACT-1.PRO\MathDB\0350399>
Last modified: Tue May 04 11:06:351 1999 ('
; Job Code: CL (1 /
L
b
: Printed: Tue May 04 11:19:20 1999 0 /
Compound 1: POAA
# Name Samwplelist Text YD std Conc RY Area Di.. Conc. Flags Wev
1 050199006 MeOH Blank Analyte $.112 29 1 0.00 MM
2 050199007 MeOH Blank Analyte 5.102 22 1 0.00 MM
3 050199008 GENO1l RBS04289-wWBlank-1 Analyte $.023 34 1 0.00 M
4 050399009 GENO1l RBS04289-5Blank-1 Analyte $.074 is 1 0.00 MM
5 050399010 GENO1l RBS04239-5 ppb-1 Standard 4.9 $.030 61 1 4).68 MM 786
6 050399011 GENO1l RBS04289-10 pph-1 Scandard 9.76 5.039 50 1 12.23 M 2
7 050399012 GBENO1l RBS04289-25 ppb-1 Standard 24.80 5.016 45 1 0.00 MM -100
3 050399013 GENO1l RBS04289-50 ppb-1l Standard 49.30 5.041 68 1 65.90 MM kX%
9 050199014 GENO1l RBS04289-100 ppb-1 Standard 97.60 5.029 86 1 120.18 M 2
10 050399015 MeOH Blank ’ Analyte . 5.097 28 1 0.00 MM
11 050399016 MeOH B8lank . Analyte
H 12 0503199017 GENO1ll RBS04289-WBlank-1 Analyte 5.046 39 1 0.00 MM
| 13 050399018 GENO1l, 9394 (0.09 mL) Analyte 5.019 98 1 155.38 bb
l 14 050199019 GENO11, 9395 (0.07 mL) Analyte 5.012 100 1 162.84 bb
15 050199020 GENOll, 9396 (0.08 mL) Analyte 5.019 113 1 202.02 M
16 050399021 GENO1L, 9397 (0.07 mlL) Analyte 5.01% 137 1 273.88 bb
17 050399022 GENOll, 9398 (0.07 ml) Analyte 5.020 124 1. 233.37 bb
. 18 050399021 GENO1l RBS04289-50 ppb-1 QC 49.30 5.042 85 1 117.39 mx 138
19 050399024 MeOH Blank Analyte
J .20 050393025 GENO1l RBS04289-WBlank-1 . Analyte .. 5.039 42 1 0.00 ¥
1 T 050999026~ GENOLL, 9399 (0.07 mL) B ’ Tt -Analyte Bt 231 # Riatuatunes ) 8 1 134.42 Bb
22 050399027 GENO1ll, 9400 (0.07 =L} Analyte 5.013 303 1 473.43 bb
2) 050399028 GENO1l, 9401 (0.08 aL) Analyte $.022 127 1 243.87 bb
24 050399029 GENO1ll, 9402 (0.08 mL) Analyte 5.03¢ 111 b 195.93 bb
25 050199030 GENO1ll, 95403 (0.07 mL) Analyte 5.013 168 1  365.67 bb
26 050399031 GENOll RBS04289-50 ppb-1 QC 49.30 S5.023 L 1 116.98 bb 137
27 050399032 GENOll RBS04289-250 ppb, MS Analyte 5.017 130 1 251.12 bd
28 050399033 GENOLll RBS042389-250 ppb, MSD Analyte 5.020 101 1 166.53 bb
29 050399034 GENO11l RBS04289-50 ppb-1 Qc 49.30 5.043 $3 1 21.61 MM -56
30 050399035 MeOH Blank Analyte $.120 20 1 0.00 MM
31 050399036 GENO1l RBS04289-WBlank-2 Analyte 5.034 30 1 0.00 MM
32 050399037 GENO1ll RBS04289-SBlank-2 Analyte 5.045 61 1 43.72 M
33 050399038 GENO1l RBS04289-5 ppb-2 Standard 4.9) 5.050 as 1 0.00 MM -100
34 050395039 GENO1l RBS04289-10 ppb-2 Standard 9.76 5.030 47 1 2.51 Mx -74
35 050399040 GENC1l RBS04289-2% ppb-2 Standard 24.80 5.014 49 1 7.88 MM -68
36 050399041 GENOL1Ll RBS04289-50 ppb-2 Standard 49.30 5.034 56 1 28.58 MM -4§
1 119.72 MM 2

37 050399042 GENO1l RBS04289-100 ppb-2 Standard 97.60 $.020 86

o ——.

-\_\.'

J wal itz tie dadie o

T

%

TO PsT eNTEL i DATARBAL
J .
, | a@%v/%

¢343148

Soup 020199: Quantitated and printed by 4rb 05/04/99




BEST COPY AVAILABLE

Quantify Compound Summary Report
GEN-011 Human Sera / Qualitativa Compound Check

Sample List: C: \MASSLYNX\ZACT-1.PRO\SanmpleDB\030399b
Last modified: Mon May 03 16:01:10 1999

Method: C:\MASSLYNX\FACT-1.PRO\MethDB\ 050399
Last modified: Tue May 04 11:06:51 1999

Job Code:

Printad: Tue May 04 21:19:20 1999%

D

sl

g

Page 2

Compound 3: M46)

& Name Samplelist Text TYP®
1 050399006 MeOH Blank Analyte
2 050399007 MeOH Blank Analyte
3 050399008 GENO1l RBS04283-wBlank-1 Analyte
4 050399009 GENO1l RBS04289-SBlank-1 Analyte
S 050399010 GENOL1l RBS04289-5 ppb-1 Standard
6 050399011 GENO1l RBS04289-10 ppb-1 Standard
7 050399012 GENO1l RBS04289-25 ppb-1 Standard
8 050399013 GENO1l RBS04289-50 ppb-1 Standard
9 050399014 GENO1l RBS04289-100 ppb-1 Standard
10 050399015 MeOH Blank Analyte
11 050399016 MeOH Blank Analyte
12 050199017 GENO1l RBS04289-WBlank-1 Analyte
1) 050399018 GENO1l, 9394 (0.09 mL) Analyte
14 050399019 GENOL1ll, 9395 (0.07 mL) Analyte
15 050399020 GENOll, 9396 (0.08 mL) Analyte
16 050399021 GENO1l, 9397 (0.07 mL) Analyte
17 050399022 GENO1l, 91398 (0.07 =L} Analyte
18 050399023 GENC11l RBS04289-50 ppb-1 [+,
19 050399024 MeOH Blank Analyte
050399025 GENO1l RB8S04289-WBlank-1 Analyte
’ 11, 9399 (0.07 mL) Analyte
22 050399027 GENO1l, 9400 (0.07 mL) Analyte
23 050399028 GENO1l, 9401 (0.08 mL) Analyte
24 050399029 GENO11l, 9402 (0.08 mL) Analyte
25 050399030 GENO1l, 9403 (0.07 ml) Analyte

26 050399031 GENO1l RBS04289-%50 ppb-1 Qc

27 050399012 GENO1) RBS04289-250 ppb, MS Analyte
28 050399033 GENO1l)l RBS04289-250 ppb, MSD Analyte
29 050399034 GEYO1l RBS04289-50 ppb-1 Q

30 050399035 MeOH Blank Analyte
31 050399036 GENOll RBSQ4289-WBlank-2 Analyte
32 050299037 GENOL1 RBS04289-SBlank-2 Analyte
33 050399038 GENOll RBS04289-5 ppb-2 Standard
34 050399039 GENOLl RBS04289-10 ppb-2 Standard
35 050399040 GENOLL RBS04289-25 ppb-2 Standard
36 050399041 GENOll RBS04289-50 ppb-2 Standard
37 050399042 GENOll RBS04289-100 ppb-2 Standard

std Cone RT
4.9
9.76
2¢.80
49.30
97.60

$.259

5.279

5.285

5.259

5.289
49.30

- WEETTL

5.280

§.291

5.278

5.254
49.30

5.256

5.287
49.3¢0
4.93
9.76
24.80
49.30
97.60

Area

pi..

gt o b e

Conc. Flags NDev

e T

Bualidalive. dats onla\ Not en)-ﬂml

Soup 020199: Quantitated and printed by drb 05/04/99

¢04319



BEST COPY AVAILABLE

Sample List:
Mathod:
Job Code:

rrinted:

Last modified:

Quantify Campound Summary Report
QEN-011 Numan Sera / Qualitative Compound Check

C: \MASSLYNX\FACT-1. PRO\ S2mp]1 eDB\0S0398D
Last modified: Mon May 03 16:01:10 1999
C:\MASSLYMX\FACT-1. PRO\MathDB\ 0501990

Tue Xay 04 11:06:51 1999

Tue May 04 11:19:20 1999

Db

s[4 9T

Page 3

Mane
050399006
050359007
050399008
050399009
050199010
050399011
050399012
050399013
050399014
10 050199018
11 050399016
12 050399017
13 050399018
14 0501399019
15 050199020
16 050399021
17 050399022
T 18 050399023
19 050399024
-

VRO NE VI~

20 050199025

Campound 3: NS13

Samplelist Text

MeOH 8lank

MeOH Blank

GENO1l RBS04289-WBlank-1
GENO1l RBS04289-SBlank-1
GENO1l RBS04289-5 ppb-1
GENO11l RBS04289-10 ppb-1
GENO11l RBS04289-25 ppb-1
GENO1ll RBS04289-50 ppb-1
GENO1l RBS04289-100 ppb-1
MeCH Blank

MeOH Blank

GENO11l RBS04289-wWBlank-1
GENO11l, 9394 (0.09 mL)
GENO1l, 9395 (0.07 mL)
GENC1l, 9396 (0.08 mL)
GENQ11l, 9397 (0.07 =L}
GENO1l, 9198 (0.07 mL)
GENO1l RBS04289-50 ppb-1
MeOH Blank

GENO1l RBS04289-WBlank-1

721 0SOTYNUZS CRNOLL, 9399 (0.07 mL)

22 050199027
23 050399028
24 050399029
25 050399030
26 050399011
27 050399032
28 050399033
29 050399034
30 050399038
31 050399036
32 050399037
33 050399038
34 050399039
35 050399040
36 050399041
37 050399042

Soup 020199:

GENO11, 9400 (0.07 mL)
GENO1l, 9401 (0.08 mL)
GENO1l, 9402 (0.08 mlL)
GENOL1l, 9403 (0.07 mL)
GENOLll RBS04289-50 ppb-1
GENO1l RBS04289-250 ppb, NS
GENOll RBS04289-250 ppb, MSD
GENO1l RBS04289-50 ppb-1
MeOH Blank

GENO1l RBS04289-WBlank-2
GENO1l RBS04289-SBlank-2
GENC1l RBS04289-5 ppb-2
GENO1l RPS04289-10 ppb-2
GENO1l RBS04289-25 ppb-2
GENC1l RBS04289-50 ppb-2
GENO1l RBS04289-100 ppb-2

Type
Analyte
Analyts
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
[+

Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Qc

Analyte
Analyte

Q<
Analyte
Analyte
Analyte
Standaxd
Standard
Standarxd
Standard

Standard

$td Conc R? Axea Di.. Conc. Flags ADev

4.93
9.76
24.80
49.30
97.60

— PR e -

49.30

49.30

4.93
9.76
24.80
49.30
97.60

Quolilabe deha D/\)a. o enlerd

Quantitated and printed by 4xb 05/04/99

4 ooy

¢04320



‘J =2 k0503080346 —-GENOLL,

BEST COPY AVAILABLE

Quantify Campound Summary Report
OEN-011 Human Sara / Qualitative Compound Check

Sanple List: C: \MASSLYNX\FACT~1.PRO\SanmpleDB\ 05031990
Last modified: Mon May 03 16:01:10 1999

Mathod: C:\MASBLYNX\FACT-1.PRO\MethDB\0350399D
Last modified: Tue May 04 11:06:51 1999

Job Code:

Printed: Tue May 04 11:19:20 1999

/

ED
S{CH

11

Page ¢

Compound 4: surr

Samplelist Text

MeOH Blank

MeOH Blank

GENO1l RBS04289-wBlank-1
GENG11l RBS04289-SBlank-1
GENO1l RBS04289-5 ppb-1
GENO11l RBS04289-10 ppb-1
GENOLll RBS04289-25 ppb-1
GENO1l RBS04289-50 ppb-1l
GENO11l RBS04289-100 ppb-1
MeOH Blank

MeOH Blank

GENO11 RBS04289-WBlank-1
GENO11l, 91394 (0.09 mL)
GENO11l, 9395 (0.07 mlL)
GENO11l, 9396 (0.08 mlL)
GENO11l, 9397 (0.07 mL)
GENOL1l, 9398 (0.07 mL)
GENO1l RBS04289-50 ppb-1
MeOH Blank

GENO1l RBS0423%-Whlank-1
9399 (0.07 mL) e
9400 (0.07 mL)
9401 (0.08 mL)
GENO11l, 9402 (0.08 mL)
GENO11l, 9403 (0.07 mlL)
GENO1l RBS04289-50 ppb-1
GENC1l RBS04289-250 ppb, MS
GENO11 RBS04289-250 ppb, MSD
GENO11 RBS04289-50 ppb-1
MeOH Blank

GENO11l RBSQ4285-WBlank-2
GENO11 RBS042839-SBlank-2
GENO011 RBS04289-5 ppb-2
GENOL1l RBS04289-10 ppb-2
GENO11 RBS04289-25 ppb-2
GENO11 RBS04289-50 ppb-2
GENO11 RBS04289-10C ppb-2

Name

050399006
050393007
050399008
050399009
0503939010
050399011
050399012
050399013
050399014
10 050399015
11 050399016
12 050359017
13 050399018
14 050199019
15 050399020
16 050399021
17 050399022
18 050399023
19 050399024
20 050399025

I RN T S VR VY

22 050399027
23 050399028
24 050399029
25 050399030
26 050399031
27 050399032
28 050399013
29 050399034
30 050399035
31 050399036
32 050399037
33 050399038
34 050399039
35S 050399040
36 050359041
37 050399042

GENO11,
GENO1Y,

Analyte
Analyte
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyts

Qc

Analyts
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte

Qc
Analyts
Analyte

Qc
Analyte
Analyte
Analyte
Standarxd
Standard
Standard
Standard

Standard

sca

Cone r?
5.016
5.008
1.00 5.022
1.00 5.002
1.00 5.009
1.00 §.008
1.00 5.022
5.010
5.012
5.004
$.012
5.012
$.012
1.00 S5.006
$.032
$.006
$5.015
4.998
$.006
1.00 S.016
5.010
5.013
1.00 S.007
5.026
S.008
1.00 S.0ud
1.00 5.023
1.00 5.006
1.00 5.027
1.00 S.013

Axea

1624
1839
1769
1875
1791
1535
1891

1891
3937
4584
4072
4269
3613
1782

2178

e 4258--

4844
3032
4395
7774
1979
4326
3993
2442

1896
2227
2203
2162
2241
2449
2194

Qual.lol-,u d,&l’& Dn)\./j hol en-lr,rrA

Soup 020159: Quantitated and printed by drd 03/04/9%9

pi.. Conc. Plags “ZDev
1 0.81 bdb -19
1 0.91 bb -9
1 0.88 bb -12
1 0.93 bb -7
1 0.89 bb -11
1 0.76 bb -24
1 0.94 bb -6
1 0.94 bb -6
1 1.96 bk 96
1 2.28 bb 128
1 2.03 bb 103
1 2.12 bb 112
1., 1.8lbnd [ 33
1 0.89 bb -11
1 1.08 bb 8
1 2.12 bb 112
1 2.41 bb 141
1 2.50 bb 150
1 2.19 bb 119
1 3.87 Bb 287
1 0.98 bb -2
1 2.15 be 115
1 1.99 bb 99
1 1.21 bb 21
1 0.94 bb -6
1 1.11 kb 11
1 1.10 bb 10
1 1.07 bb 7
1 1.11 bb 11
1 1.22 ©b 22
1 1.09 bb 9

A 0s/ssg

¢04321



Method Report

AL os/bs]48

+

Page 1

Method file: C: \MASSLYNX\PACT-1. PRO\NethDB\050399b.mdb
Last modified: Tue May 04 11:06:51 1999

Compound : 1: POAA

Printed: Tue May 04 14:11:29 1999

Comspound Name: POAA

Internal Ref.: {None)

Quantity Trace: TIC

Conc. of Standards: Conc. A .
User RY Value: 1.000000, Disabled

User Peek Factor: 1.000000

Integrate Window Pactor: 2,000

Retention Time (mins):
Relative Retention Timae:
Time Window (ming):

Peak Selection:

Response Type:
Response:

Polynomial Type:
Point of Origin:

Fit Weighting:

Axis Transformation:

Units:

Peak-to-peak amplitude:

Smoothing:

Window size (scans):
Number of smooths:
Smoothing method:

Join valley threshold:
Reduce peak tailing:
Raise baseline maximum:

Draw vertical threshold:
Detect shoulders:
Shoulder threshold:

Relative height:
Absolute height:
Relative ares:
Absolute area:

(AR AR

4.976, Enabled
0.000, Disabled
0.421

Nearest

External
Areas

Linear
Rxclude
/%
None

230

Disabled
3

2

20.00
100.00
0.00

10.00
Disabled
40.00

'1.50, Disabled
0.00, Disabled
2.00, Disabled
80.00, Enabled

Sou'b ban194
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Method Report 4 Page :
Method file: C:\MASSLYNX\FACT-1. PRO\MethDB\050399b.mdb
Last modified: Tue May 04 11:06:51 1999
Compound ; 2: M6 ) )
Printed: Tue May 04 14:11:29 1999 S . / /
tiep D20I9G (AL o7/05/99 -
Compound Name: Hi6l
Internal Ref.: {None]
Quantify Trace: TIC.
Conc. of Standards: Conc. A .
User RPF Value: 1.000000, Disabled
User Peak Pactor: 1.000000
Integrate Window Pactor: 2.000
Retention Time (mins): 5.302, Enabled
Relative Retention Time: 0.000, Disabled
Time Window (mins): 0.188
Peak Selection: Nearest
Response Type: External K
Response: Areas
Polynomial Type: Linear
Point of Origin: Exclude
Fit Weighting: 1/x
Axis Transformation: None
: l
Units:
.
Peak-to-peak -plitud;: 114 y
Smoothing: Disabled i 6
Window size (scans): 3 11
Number of smooths: 2 ' - —
Smocthing method: -
” ! v\
Join valley threshold: 20.00 ]
Reduce peak tailing: 100.00 -~
Raise baseline maximum: 0.00 -
e
Draw vertical threshold: 10.00 0
Detect shoulders: Disabled
Shoulder threshold: 40.00
Relative height: 1.50, Disabled
Absolute height: 0.00, Disabled
Relative area: 2.00, Disabled

Absolute area: 80.00, Enabled

£ZEH0D
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Method Report

(Ac Of/pr/ﬁ
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Page 3

Method file: C: \NASSLYNX\PACT-1.PRO\HethDB\05039%b . mdb
Last modified: Tue May 04 11:06:51 1999

Compound : 3: NS1) *

Printed: Tue May 04 14:11:29 1999

Comgound Name: M$13

Internal Ref.: {None}

Quantity Trace: TIC

Conc. of Scandards: Conc. A

User RY Value:
User Peak Factor:
Integrate Window Pactor:

Retention Time (ming):
Relative Retention Time:
Time Window (mins):

Peak Selection:

Response Type:
Response:

Polynomial Type:
Point of Origin:

Pic Weighting:

Axis Transformation:

Units:

Peak-to-peak amplitude:

Smoothing:

Window size (scans):
Number of smooths:
Smoothing method:

Join valley threshold:
Reduce peak tailing:
Raise baseline maximum:

Draw vertical threshold:
Detect shoulders:
Shoulder threshold:

Relative height:
Absolute height:
Relative area:
Abgolute area:

"

)

vcevo

1.000000, Disabled
1.000000
2.000

6.324, Enabled
0.000, Disabled
0.724

Nearest

External
Areas

Linear
Exclude
1/%
None

114

Disabled
3

2

20.00
100.00
0.00

10.00
Disabled
40.00

1.50, Disabled
0.00, Disabled
2.00, Disabled
80.00, Enabled

SouP H2AD199
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Method Report
Method file: C: \MASSLYNX\FACT-1. PRO\NethDB\050199b.mdb
Last modified: Tue May 04 11:06:51 1999
Compound : 4: sury
Printed: Tue May 04 14:11:29 1999 S / /
oup 020199 (AL, 05/6s/99
Compound Name: surry
Internal Ref.: [None]
Quantify Trace: TIC
Conc. of Standards: Pixed
User RP Value: 1.000000, Disabled
User Peak FPactor: 1.000000
Integrate Window Pactor: 2.000
Retention Time (wins): 4.925, Enabled
Relative Retention Time: 0.000, Disabled
Time Window (mins): 0.348
Peak Selection: Nearest
Response Type: External
Response: Areas
Polynomial Type: Linear
Point of Origin: Exclude
Fit Weighting: 1/x
Axis Transformation: None
Units:
Peak-to-peak amplitude: 114
Smoothing: Digabled
Window size (scans): 3
Number of smooths: : 2
Smoothing method:
Join velley threshold: 20.00
Reduce peak tailing: 100.00
Raise baseline maximum: 0.00
Draw vertical threshold: 10.00
Detect shoulders: Disabled
Shoulder threshold: 40.00
Relative height: 1.50, Disabled
Absolute height: 0.00, Disabled
Relative area: 2.00, Disabled
Absolute area: (gm) 80.00, Enabled

TI8VTIVAY 4403 153



BEST COPY AVAILABLE

Sample List:

Method:

Last modified:

Quantify Compound Summary Report
GEN-011 Human Sera / Qualitative Compound Check II

C:\MASSLYMX\PACT-1.PRO\SamplaDB\05039%¢

Last modified: Mon May 03 16:43:03 1999
C:\MASBLYNX\FACT-1.PRO\NeTADB\0%0199¢C

Wed May 03 09:55:55 1999

D

ole AT

Page 1

Job Code:
Printed: Wed May 0% 10:03:17 1999
Campound 1: PFOSA
§ Nanes Samplelist Text TYD® std Comec R»T Area Di.. Conc. Flags \Dev
1 050399043 MeOH Blank Analyte 6.123 239 1 0.85 bb
2 050399044 NMeOH Blank Analyte 6.243 186 1 0.42 bb
3 050199045 GENOll RBS04289-WBlank-1 Analyte 6.145 189 1 0.44 bb
4 050399046 GENO1l RBS04289-SBlank-1 Analyte 6.145 162 1 0.21 bd
5 050193047 GENO1l RBS04289-5 ppb-1 Scandard 4.9) 6.065 729 1 4.91 bb 0
6 0503199048 GENOLl RBS04289-10 ppb-1 Standard 9.76 6.089 1340 1 9.97 bb 2
7 050199049 GENOl1 RBS04289-2S ppb-1 Standard 24.80 6.062 3103 1 24.57 bb -1
8 050399050 GENOll RBS04289-50 ppb-1 Standard 49.30 6.062 6126 1 49.60 bb 1
© 9 050399051 GENO11 RBS04289-100 ppb-1 Standard 97.60 6.066 12048 1 98.64 bb 1
10 050399052 MeOH Blank . Analyte 6.107 207 1 0.59 bb
- 11 050399053 MeOH Blank Analyte 6.146 216 1 0.66 bb
12 0501399054 GENO1l RBS04289-wBlank-1 Analyte 6.147 179 1 0.36 bb
1) 050399055 GENO1ll, 9394 (0.09 =L) Analyte §.107 156 1 0.17 bb
14 050399056 GENOll, 9395 (0.07 mL) Analyte §.103 118 1 0.02 bb
1S 050199057 GENO1l, 9396 (0.08 mL) Analyte 6.115 161 1 0.21 mx
16 050399058 GENO1ll, 9397 (0.07 mi) Analyte 6.242 143 1 0.06 bb
17 050399059 GENO1l, 9398 (0.07 mL) Analyte 6.106 170 -, --0.28 bBD
- . 18 050399060 GENG11 RBS04289-50 pph-1 Qc 49.30 6.062 5813 1 47.01 bb -8
19 050399061 MeOH Blank Analyta -182 206 1 0.58 bb
.20 050399062 GENO11l RBS04289-WBlank-1 . Analyte 6.149 194 1 0.48 bb
HETS 41 ENC11, 9399 (0.07 mLl) . -Analyte - 7I03 T TTISE 1 0.15 M
22 050399064 GENO11, 9400 (0.07 mL) Analyte 6.141 158 1 0.19 ¥
23 050399065 GENO11l, 9401 (0.03 mlL) Analyte 6.148 148 1 0.10 MM
24 050399066 GENO11, 9402 (0.08 mL) Analyte 6.142 129 1 0.00 bd
25 050399067 GENO11l, 9403 (0.07 mL) Analyte 6.104 111 1 0.00 bb
26 050399068 GENO1l RBS04289-50 ppb-1 QC 45.30 6.061 5190 1 41.85 bb -15
27 050399069 GENO11 RBS04289-250 ppb, KS Analyte 6.059 24445 1 201.30 bb
28 050399070 GENOll RBS04289-250 ppb, MSD Analyte 6.058 22905 1 188.54 bb
29 050399071 GENOLl RBS04289-50 ppb-1 [+ 49.30 6.082 6123 1 49.58 bb 1
. 30 050399072 MeOH Blank Analyte 6.148 240 1 0.86 bb
31 050399073 GENOll RBS04289-wWBlank-2 Analyte 6.148 216 1 0.67 M4
32 050399074 GENOll RBS04289-SBlank-2 Analyte 6.141 161 1 0.21 bb
33 050399075 GENOll RBS04289-5 ppb-2 Standard 4.93 6.060 748 1 $.07 bb 3
34 050399076 GENOll RBS04289-10 ppb-2 Standard 9.76 6.061 1276 1 9.44 bb -3
35S 050399077 GENO1l RBS04289-25 ppb-2 Standard 24.80 §.062 3078 1 24.37 kb -2
36 050199078 GENOll RBS04289-50 ppb-2 Standard 49.30 6.064 6119 1 49.54 bb 0
b 37 050399078 GENOll RBS04289-100 ppb-2 97.60 6.046 11308 1 96.66 bb -1

Soup 020199:

Standard

Quantitated and printed by drd 03/05/99

Orp
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¢04326



Page 2

P BESTCOPY-AVAHABLE

GEN-011 Numan Sera / Qualitative Compound Check IT
Sample List:  C:\MASSLYRX\FACT-1.PRO\SampleDB\030399c
Last modified: Mon May 03 16:43:03 1999

Nethod: C: \MASSLYRX\PACT-1.PRO\NethDB\030399¢
Last modified: Wed May 0S 09:58:58 1999 [‘
Job Code: ) ?{/D ,
k Printed: Wed May 05 10:03:17 1999
Compound 21: PPOSAA
# Nama Samplelist Taxt TYDe std Conc RT Axea Di.. Conc. Flags \Dev
1 050399043 MeOH Blank Analyte
2 050199044 MeOM Blank Analyte
3 050199045 GENOll RBS04289-wWBlank-1 Analyte
4 050399046 GENO1ll RBS04289-SBlank-1 Analyte
S 050399047 GENOLl RBS04289-5 ppb-1 Standard 4.9 5.649 58 1 4.14 M -16
6 050399048 GENO11l RBS04289-10 ppb-1 ' Standard 9.76 S$.688 118 1 10.42 bb 7
7 050399049 GENOll RBS04289-25 ppb-1 Standard 2¢.80 5.6%0 277 1 26.28 bb 6
8 050399050 GENO1l RBS04289-50 ppb-1 Standard 49.30  5.647 517 1 $0.30 bb 2
9 050399051 GENO1l RBS04289-100 ppb-1 Standard 97.60 5.691 948 1 93.37 bb -¢
10 050399052 MeOH Blank . Analyte
11 050399053 MeOH Blank Analyte
12 050399054 GENOll RBS04289-WBlank-1 Analyte -
. 13 050399055 GENOLl, 9394 (0.09 mL) ’ Analyte 5.648 29 1 1.54 MM
14 050399056 GENO1l, 9395 (0.07 mL) Analyte 5.687 33 1 1.94
15 050399057 GENO11l, 9396 (0.08 mL) Analyte 5.658 29 1 1.56
16 050399058 GENO11l, 9397 (0.07 mL} Analyte
17 050399059 GENOll, 9398 (0.07 mL) Analyte )
18 050359060 GENOL1 RBS04289-50 ppb-1 Qc 49.30 5.688 515 1 50.13 bb 2
19 050399061 MeOH Blank Analyte =
- 20 050399062 GENO1l RBS04289-WBlank-1 Analyte
21 050399063 GENO1l, 9399 (0.07 mL) Analyte
| .32 050399064 “GENO11, 9400 (0.07 mL) o - Analyte — w883 M 3 0.02 ¢
I FTEY 0%0TIY0SS T CIND1L, 9401 (0.08 ml) T "7 Analyte
24 050399066 GENO1l, 9402 (0.08 mL) Analyte
25 050399067 GENO1l, 9403 (0.07 mL) Analyte 5.645 36 1 2.23 MM
26 0503995068 GENOll RBS04289-50 ppb-1 Qc 49.30 5.687 651 1 63.72 db 29
27 050399069 GENO1l RBS04289-250 ppb, MS Analyte 5.645 2217 1 220.16 bb
28 050399070 GENO1l RBS04289-250 ppb, MSD Analyte 5.644 2102 1 208.65 bb
29 050399071 GENO1l RBS04289-50 ppb-1 Qc 49.30 5.664 529 1 $1.46 bb 4
30 050399072 MeOH Blank Analyte 5.647 31 1 1.80 M
31 050399073 GENO1l RBS04289-WBlank-2 Analyte
- 32 050399074 GENO1l RBS04289-SBlank-2 Analyte
33 050399075 GENOL11l RBS04289-5 ppb-2 Standard 6.93  5.646 62 1 4.87 W -1
34 050399076 GENG1l RBS04289-10 ppb-2 Standard 9.76 5.690 109 1 9.57 bb -2
35 050399077 GENO11 RBS04289-25 ppb-2 Standard 24.80 S5.64S 273 1 25.91 bb 4
16 050199078 GENO1l RB$04289-50 ppb-2 Standard 49.30 5.649 539 1 52.51 bb 7
37 050399079 GENO11 RBS04289-100 ppb-2 Standard 97.60 5.675 969 1 95.40 MM -2

n

Qua}.laLm ann. nojr enlr.n:o[.
Ue osloglas

Soup 020199: Quantitated and printed by arb 03/03/99




Saxple List: C: \MASSLYNX\PACT-~]1.PRO\SampleDB\050399¢
Last modified: Mon May 03 16:43:03 1993

Method: C: \MASSLYMX\PACT-1 .PRO\NethDB\030399¢c
Last modified: Wed May 0S5 09:55:335 19%9

Job Code:

]

Printed: Wed Nay 0S5 10:03:17 1999

Compound 3: M370

4 Nane Samplelist Text TYD® std Cone n? Axea Di.. Conc. Plags “Dev

1 050399043 MeOH Blank Analyte

2 050399044 MeOH Blank Analyte

3 050399045 GENO1l RBS04289-wBlank-1 Analyte

4 050359046 GENO1l RBS04289-SBlank-1 Analyte

5 050399047 GENOll RBES04289-S ppb-1 Standard 4.93

6 050399048 GENOLl RBS04289-10 ppb-1 Standard 9.76

7 050399049 GENOll RBS04289-25 ppb-l Standard 24.80

8 050399050 GENOLl RBS04289-50 ppb-1 Standard 49.30

9 050399051 GENOLl RBS04289-100 ppb-1 Standard 97.60

10 050399052 MeOH Blank . Analyte

11 050399053 MeOH Blank . Analyte

12 050399054 GENOll RBS04289-WBlank-1 Analyte

13 050399055 GENOLL, 9394 (0.09 mL) Analyte

14 050399056 GENO1l, 9395 (0.07 mL) Analyte

1S 050399057 GENO1l, 9396 (0.08 mL) Analyte

16 050399058 GENO1l, 9397 (0.07 aL) Analyte

17 050399059 GENO1l, 9393 (0.07 mL) Analyte e~ -
18 050)99060 GENO1l RBS04289-50 ppb-1 oc 49.30

19 050399061 MeOH Blank Analyte

: 20 050399062 GENO1l RBSC4289-WBlank-1 R Analyte .
27T 317050999063 —CENOLL, 9399 (0.07 mL) - - --Analyte e IR A

22 050399064 GENO1l, 9400 (0.07 mL} Analyte

23 050399065 GENO1l, 9401 (0.08 mL) Analyte

24 050399066 GENO1l, 9402 (0.08 mL) Analyte

25 050399067 GENO1l, 9403 (0.07 mL) Analyte

26 050399068 GENO1l RBS04289-50 ppb-1 o 49.30

27 050399069 GENO11 RBS04289-250 ppb, MS Analyte

28 050399070 GENO1l RBS04289-250 ppb, MSD Analyte

29 050399071 GENG1l RBS04289-50 ppb-1 o 49.30

30 050399072 MeOH Blank Analyte

31 050399073 GRNO1l RBS04289-WBlank-2 Analyte -

32 050399074 GENO1l RBSO04289-SBlank-2 Analyte

33 050399075 GENG1l RBS04289-S ppb-2 Standard 4.93

34 050399076 GENO1l RBS04289-10 ppb-2 Standaxd 9.76

35 050399077 GENO1l RBS04289-2S ppb-2 Standard 24.80

36 050399078 GENQ1l RBS04289-50 ppb-2 Standard 49.30

37 050399079 GENO1l RBS04289-100 ppb-2 Standard 97.60

QMQ.L'L&J‘IY’Q ClCt‘l'Ds ﬂO‘l m#red
!
LAL f/
05/05/99
; >
¢04328

Soup 020199: Quantitated and printed by drb 03/05/99



Quantify Compound Sumsary Rsport

QEN-011 Human Sera / Qualitative Compound Check IX

Sample List: C: \MASSLYNX\FPACT-1.PRO\SampleDB\050399
Last modified: Moo May Q3 16:43:0) 1999

Method: C:\MASSLYNX\FACT~1 . PRO\NOLRDB\0S039%c
Last modified: Wed May 05 09:535:53 1399

Job Code:

Printed: Wed May 05 10:03:17 1999

. BESTCOPY AVAILABLE ) 4

0%7b5777

Page 4

Compound 4: MS36

Samplelist Text

MeOH Blank

MeOH Blank

GENOLl]l RBS04289-wBlank-1
GENO1l RBS04289-5Blank-1l
GENC1)l RBES04289-5 pph-1
GENO1l RBS04289-10 ppb-1
GENO1l RBS04289-25 ppb-1
GEN(G1l RBS04289-50 ppb-2
GENO1l RBS04289-100 ppb-1
MeOH Blank

HeOH Blank

GENOLl RBS04289-wBlank-1

Name

050399043
050199044
050199048
050399046
0503199047
050399048
050399049
050399050
050399051
10 050399052
11 050399053
12 050399054

VO NANE WS

1) 050399055
14 050399056
15 050399057
16 050399058
17 050399059

GENO11,
GENO11,
GENG11,
GENG11,
GENO11,

9394 (0.09 mL)
9395 (0.07 mL)
9396 (0.08 ml)
9337 (0.07 mL)
9338 (0.07 mL)

18 050399060
19 0503199061
20 050399062

GENOLl RB504289-50 ppb-1
NeOH Blank
GENO1l RBS04289-WBlank-1

21 050399063 GENO1l, 9399 (0.07 mL)

22 050399064 GENO1l, 9400 (0.07 mL)
=723 Q501A9065 _GENO11, 9401 (0.08 mL)

24 050399066 GENO1l, 9402 (0.08 mL)

25 050399067 GENO1l, 9403 (0.07 mL)

26 050399068 GENO1l RBS04289-50 ppb-1

27 050399069 GENO1l RBS04289-250 ppb, MS

28 050399070 GENO1l RBS04289-250 ppb, NSD

29 050399071 GENO1l RBS04289-50 ppb-1

30 050399072 NeOH Blank

31 050399073 GENO1l RBSO4289-WBlank-2

32 050399074 GENOL1 RBS04289-SBlank-3

33 050399075 GENO1l RBS04289-5 ppb-2

34 050399076 GENO11 RBS04289-10 ppb-2

35 050399077 GENOL1 RBS04289-25 ppb-2

36 050399078 GENO1l RBS04289-50 ppb-2

37 050399079 GENO1l RBS04289-100 ppb-2

Gua) b daks, nob enlired

Soup 020199:

Quantitated and printed by drd 05/03/9%

Type
Analyts
Analyte
Analyte
Analyte
Standard
Scandard
Standard
Standard
Standard
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte

[+ S

Analyte
Analyte
Analyte
Analyte

.Analyte

Analyte
Analyte
«©

Analyte
Analyte

Qc
Analyte
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard

std Conc AT Area Di.. Conc. Flags %Dev
4.93 5.588 41 1 4.3 M -12
9.76 5.540 81 1 9.2 M b
24.80  5.544 222 1 29.23 bb 12
49.30 5.543 a3 1 51.68 kb ]
97.60  5.54% 726 1 97.90 bb (]
49.30 5.543 339 1 45.08 bd -9
B R i o

49.30 S5.542 358 1 47.61 W% -3

5.498 2121 1 288.47 bb

5.497 1985 1 269.87 bb
49.30 5.582 389 1 51.86 bb L
4.9 5.585 48 1 5.29 MM 7
9.76 S5.543 72 1 8.52 MM -13
24.80 5.542 180 1 23.27 bb -6
49.30 5.544 403 1 $1.72 kb 9
97.60  5.529 661 1 89.03 MM -9

A oy
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Sample Liat:
Mathod:
Job Code:

S Printed:

Quantify Compound Summary
ORN-011 Human Sera / Qualitative Compound Check IX

C:\MASSLYNX\PACT-1.PRO\SampleDB\05039%¢c
Last modified: Mon May 03 16:43:03 1999

Repore

C: \MASBLYNX\PACT-1.PRO\MathDB\0S0399¢

Last modified: Wed May 0S 09:55:355 1399

Wed May 0S5 10:03:17 199¢

BEST COPY AVAILABLE

OS/éZ‘i

Page s

Mame
050399043
050399044
050399045
050399046
050399047
050399048
050399049
050399050
050399051
050399052
050399053
050399054
050399055
050199056
050399057
050399058
050399059
050399060
050399061
050399062
050399063
> 22 050399064

I
CUD~NOANSWLNILE

et o
Ry e

[—
-
L

el
oW

24 050199066
25 0501399067
26 050399068
27 050399069
28 050399070
29 050399071
30 050399072
31 050399073
32 050399074
33 050399075
34 050399076
35 050399077
36 0503959078
37 050399079

Soup 020199:

Compound 5: surr

Samplelist Text
MeOH Blank
MeOH Blank

GENC11
GENO11
GENO11
GENO11
GENO11
GENO11
GENO11

RBS04289-wBlank-1
RBS04289-SBlank-1
RBSQ4289-5 pph-1
RBS04289-10 ppb-1
RBS04289-25 ppb-1
RBS04289-50 ppb-1

RBS04289-100 ppb-1

MeOH Blank
MeOH Blank

GENOL1

GENO11,
GENO1l,
GENO11,
GENO11,
GENOL1,

GENO1l

RBS04289-WBlank-1
9394 (0.09 mL)
9398 (0.07 aL)
9396 (0.08 mL)
9397 (0.07 =mL)
9398 (0.07 mL)

RBS04289-30 ppb-1

MeOH Blank

GENO11

GENO11,
GENO1l,
=TT 30 050090065 —GENDLL,
GENO11,
GENO11,

GENO11
GENO11
GENO11
GENO11

RBS04289-whlank-1
9399 (0.07 =mL)
9400 (0.07 mL)
9401 (0.08 mL)
9402 (0.08 mL)
9403 (0.07 mL}

RBS04289-50 ppb-1
RBS04289-250 ppb,
RBS04289-250 ppb,
RBS04289-50 ppb-1

MeOH Blank

GENO11
GENO11
GENO11
GENO11
GENO11
GENO11
GENO11

RBS04289-WBlank-2
RBS04289-SBlank-2
RBS04289-5 ppb-2

RBS04289-10 ppb-2
RBS04289-2S ppb-2
RBS04289-50 ppb-2
RBS04289-100 ppb-2

TYDe #td Cenc Rr?
Analyts
Analytas
Analyte 4.99¢ 2048
Analyte 4.998 2299
Standard 1.00 4.997 2055
Sctandard 1.00 5.038 2153
Standard 1.00 4.996 2000
Standard 1.00 4.996 1683
Standard 1.00 4.999 1388
. Analyte
Analyte
Analyte 4.995% 1986
Analyte 4.999 4144
Analyte 4.992 4751
Analyte 4.994 4225
Analyte 4.990 4498
Analyts 4.997 3691
o 1.00 4.993 1738
Analyte
Analyte 4.996 1964
Analyte 4.995 4093
. Analyte . 4.991 4606
R “:'-. --Analyte Iy 13 1 1 Bininaaar § 1.3
Analyte 4.99¢ 4196
Analyte 4.994 8708
Q< 1.00 4.996 2756
Analyte 4.992 4008
Analyte 4.992 4109
o« 1.00  4.998 229
Analyte
Analyte 4.997 1923
Analyte 4.992 2064
Standard 1.00 46.994 2028
Standard 1.00 4.995 1931
Standard 1.00 4.992 2202
Standard 1.00  4.997 2260
Standard 1.00 4.983 2072

Qualtating date, ol enlewl'

Quantitated and printed by drbh 035/03/99

e e
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[ — BESTOPY-AVAILABLE

GEN-Ql1l Human Sera / Qualitative Compound Check I

Calibration: C:\MASSLYNX\PACT -1 . PRO\CurveDB\050199¢
Last modiflied: Wed May 0S 09:56:12 1999
Printed: ¥Wed May 0S5 09:56:44 1999

Compound | name: PFOSA

Coefficient of Determination: 0.999781

Calibration curve: 120.761 * x + 135.834

Response type: External Std, Area

Curve type: Linear, Origin: Exclude, Weighting: 1/x, Axis trans: None

1.20e4-

] L R A

Response-|

J 2.871 X

+/- %9Conc X
!
} x x
X
-3.25 brrp - T T T T T T T e e e (CONG

00 100 200 300 400 500 600 700 " 800 " %0

Soup 020199: Quantitated and priated by drb 05/05/9%

¢04331
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Quantify Calibration Report
OEN-011 Muman Sera / Qualitative Compound Check II

Calibration: C: \MASSLYNMX\FACT-1.PRO\CurveDB\05019%¢c
Last modified: Wed May 03 09:56:12 1999
Printed: Wed May 05 09:36:44 1999

BEST COPY AVAILABLE

Compound 2 name: PFOSAA

Coefficient of Determination: 0.996430

Calibration curve: 10.0108 * x + 13.4359

Response type: External Std, Area

Curve type: Linear, Origin: Exclude, Weighting: 1/x, Axis trans: None

990

e

Response-

6.814 x

X
X
MR B I IR AL S LR LAY DLALALAL RUALALELE S0 ALELEN BLELALALE ILSLAL LAY BUELALELE NUALELE RUALAMSLA SLALLALE SLALELEL I SAALL ALY SLELELALIS SLILILIL IL LA
-1 X
X X
/- %oConc T X
-16.0 o BARBE SRS AR RARI AN T T T T T r——— Conc
0.0 10.0 20.0 30.0 40.0 50.0 60.0 70.0 80.0 90.0

Soup 020199: Quantitated and printed by drd 05/05/9%

004332



Quantify Calibration Report

QEN-011 Human Sera / Qualitative Compound Check IIX

Calibration:

BESTCOPY AVAILABLE

C: \MASSLYRX\ZFACT~1.PRO\CurveDB\030399¢

Last modified: Wed May 05 09:56:12 1999

rrinted:

Wed May 05 09:36:44 1999

_ Page 3

100+

E
] ENES it s e e

Response-

Compound 3 name: M570

Coefficient of Determination: 0.000000

Calibration curve: 0 * x + 0

Response type: External Std, Area

Curve type: Linear, Origin: Exclude, Weighting: 1/x, Axis trans: None

P

1 S

LELELSY B ELELEN SLALALIRAS BUBLELELE LA AL AL BLALELRLES SLALELEL SN S AL MUS N AL ALELS NUNUEECS RUN BLSLA SLELILSLEY BLIRLEL SLU D0 NERL

T TTTTTIT

/- %Conc

p

MLJLELEY ISR N A0 LALLM AL I N B LAY SN R

-1
0.0

TTT-T

1.0

T~

LELAM L0 B B B L S NL NN S BLELE B

2.0 3.0

9.0

T

—— Conc
10.0

Soup 020199:

Quantitated and prianted by drd 05/05/99

004333



Quantify Calibration Report
GEN-CLll Buman Sera / Qualitative Compound Check IX

Calibration: cQ\mlLM\rm-x.M\W\ososgsc
Last modified: Wed May 05 09:56:12 1998
Printed: Wed May 03 09:56:44 1993

BESTCOPY AVAILABLE -

Compound 4 name: M556

Coefficient of Determination: 0.988614
Calibration curve: 7.32086 * x + 9.47847
Response type: External Std, Area

7264

- P

|
i Bt A

b 2

Response

Curve type: Linear, Origin: Exclude, Weighting: 1/x, Axis trans: None

T I IS T LARE RAULAS AR M BARRS | T T i RARAR! RSN RAS
17.94 X
- x
X
K X
+/-%Conc_
, X x
i A IS U I S L I B IS LU IR S IS B s Sa s e s na ey na s n e s L e PR S
X
. x
p X .
-12.7 +——Trrrm A B SRS RS RS MASAS RARAS RANSS SR Ranss an s oo s RA S S e A @0 1T
0.0 10.0 20.0 30.0 40.0 50.0 60.0 70.0 80.0 90.0

Soup 020199: Quantitated and printed by dard 05/05/99
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Quantify Calibration Report
OEM-011 Muman Sera / Qualitative Compound Check II

Calibration: C:\MASSLYNX\FACT~1.PRO\CurveDS\030399¢
Last modified: Wed May 0S5 09:56:12 1999

BEST COPY AVAILABLE e

Printed: Wed May 0S8 09:56:44 1999
Compound 5 name: surr
Response Factor: 2036.99
Response type: External Std, Area
Curve type: RF
2.26e3+ x
X
X
X
X
Response
O | 1 I i 1 i 1 1 ' ]
10.94 X
X
X
N X
X
T T T T T T T T T %
%
+/- %Conc
) x
-17.4 T T T T T T T 7 T —x Conc
0.0 0.1 0.2 0.3 04 0.5 0.6 0.7 0.8 0.9 1.0

Soup 020199: Quantitated and printed by drb 03/05/99

004335
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Method Report

9EePY00

4 Page }

Method file: C: \MASSLYNX\FACT-1.PRO\NethDB\050399¢.mdb
Last modified: Wed May 05 09:55:55 1999
Compound : 1: PFOSA
Printed: : Wed May 05 10:02:08 1999 5 N ] '/ 9

pup 020199 WUC 05/05/99 -
Compound Name: PPOSA '
Internal Ref.: {None)
Quantify Trace: -PIC
Conc. of Standards: Conc. A

User RF Value:
User Peak Factor:
Integrate Window Pactor:

Retention Time (mins):
Relative Retention Time:
Time Window (mins):

Peak Selection:

Response Type:
Response:

Polynomial Type:
Point of Origin:
rit Weighting:

Axis Transformation:

Units:

Peak-to-peak amplitude:

Smoothing:

Window size (scans):
WNumber of smooths:
Smoothing method:

Join valley threshold:
Reduce peak tailing:
Raise bazeline maximum:

Draw vertical threshold:
Detect shoulders:
Shoulder threshold:

Relative height:
Absolute height:
Relative area:
Absolute area:

1.000000, Disabled
1.000000
2.000

€.065, Enabled
0.000, Disabled
0.298

Nearest

External
Axeas

Linear
Exclude
1/x

230

Disabled
3
2

20.00
100.00
0.00

10.00
Disabled
40.00

1.50, Disabled
0.00, Disabled
2.00, Disabled
80.00, Enabled

e -

b/ <e/so

77{ O TIAYTIVAY Ad0J 1838
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Method Report

Page 3

Method file: C:\HASSLYNX\FAC‘I‘-LPRO\HQHID!\OSO)SQC.“D
Last modified: Wed May 05 09:55:55 1999

Compound : 2: PFOSAA '

Printed: Wed May 05 10:02:08 1999

Compound Name : PPOSAA

Internal Ref.: {None)

Quantify Trace: -TIC

Conc. of Standards: Conc. A

User RF Value:
User Pesak Pactor:
Integrate Window Pactor:

Retention Time (mins):
Relative Retention Time:
Time Window (mins):

Peak Selection:

Response Type:
Response:

Polynomisl Type:
Point of Origin:

Pit Weighting:

Axis Transformation:

— e

Units:

Peak-to-peak amplitude:

Smoothing:

Window size (scans):
Musber of smooths:
Smoothing method:

Join valley threshold:
Reduce peak tailing:
Raise baseline maxism:

Draw vertical threshold:
Detect shoulders:
Shoulder threshold:

-Relative heighe:

Absolute height:
Relative ares:
Absolute area:

1.000000, Disabled
1.000000
2.000

5.650, Enabled
0.000, Disabled
0.424

Nearest

External
Areas

Linear
Bxclude
1/x

114

Disabled
3
2

20.00
100.00
0.00

10.00
Disabled
40.00

1.50, Disabled
0.00, Disabled
2.00, Disabled
80.00, EBnabled

.~5m,o 020199 AC Ds/ogfw

S e c—————z P

[

/
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Method Report . 1 Page $
Method file: C: \MASSLYNX\FACT-1.PRO\MethDB\050399¢c.mdb
Last moditied: Wed May 05 09:55:55 1999
Compound ; 5: surr .
Printed: Wed May 05 10:02:09 1999 / /
Y Soup 020199 WAt ps/os/?9 :
7 :
Compound Name: suryx
Internal Ref.: {None)
Quantify Trace: .TIC
Conc. of Standards: FPixed .
User RP Value: 1.000000, Disabled
User Peak PFactor: 1.000000
Integrate Window Pactor: 2.000

Retention Time (mins):
Relative Retention Time:
Time Window (mins):

Peak Selection:

Response Type:
Response:

Polynomial Type:
Point of Origin:

Pit Weighting:

Axis Transformation:

Peak-to-peak amplitude:

Smoothing:

Window size (scans):
Number of smooths:
Smoothing method:

Join valley threshold:
Reduce peak tailing:
Raise baseline maximum:

Draw vertical threshold:
Detect shoulders:
Shoulder threshold:

Relative height:
Absolute height:
Relative area:
Absolute area:

4.913, Enabled
0.000, Disabled
0.637

Nearest

External
Areas

Linear
Exclude
X

114

Disabled
3
2

20.00
100.00
0.00

10.00
Disabled
40.00

1.50, Disabled
0.00, Disabled
2.00, Disabled
80.00, Enabled

s

L3y

e s -



3M ENVIRONMENTAL LABORATORY BESTGOPYAVA’MBE

Note to File

3M ET&SS Laboratory Study No. GENOI|

Associated Study Number:
POA‘A ) ) 2ot -~
> A CH <A & (ow Tevels ~alX Azt
M4e3 = 'P — = - L roest
] e S 3 WM = 2x fva T
1 - NO MSIS MSL3 MW dutegted .

Thise Cunples anr hot &A&—Bfi—twd
: ‘ ‘ 4

PFOSA’A drfectect o Suen g sc_mPZ:_q__egha(chchw\

St
L PFOSA  pat Aufectled sopnrmates .
CIL/:( th.an Lhpn i+ n— 8'30?040
R M530 _?rw‘mﬁ'b\MH nu:hrf:pa{. 2. 5F. . ™ ‘-{‘D:MO
' T ,Mecbm‘)b‘ma'+' :
M55la r\ Méc"fd (A LVl Cn/m?&m ~ € orb

— ol h mﬁf(dm%_étmv/

Recorded By:

hv Date 5/)_ J / 77
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Quantily Compound Susmary Report
Rat Urine Mathod Development, SEX

Sample Liat: $:\PACT~1. PRO\SanpleDB\05039%b
Last modified: Mon May 03 16:01:10 1999

Mathod: $:\PACT-1. PRC\MethDB\ 0503990
Last modified: Tue May 04 11:06:51 1999
Job Code:

Printed: Fri May 21 11:54:44 1999

Compound 1: POAA

4 Nama Samplalist Text

1 050199006 MeOH Blank

2 050399007 MeOH Blank

3 050399008 GENOll RBS04289-WBlank-1
4 050399009 GENOl1 RBS04289-SBlank-1
$ 050399010 GENO11l RBS04289-5 ppb-1
6 050399011 GENO11l RBS04289-10 ppb~1
7 050399012 GENO1) RBS04289-2% ppb~1
8 050399013 GENO11l RBS04289-50 ppb-1
9 050399014 GENG11 RB504289-100 ppb-1
10 050399018 MeOH Blank

11 050399016 . MeOH Blank

12 050399017 GENO11 RBS04289-WBlank-1
13 050399018 GENO11, 9394 (0.09 aL)
14 050399019 GENO11, 9395 (0.07 mL)
15 050399020 GENO11l, 9396 {0.08 aL)
16 050399021 GENC1l, 9397 (0.07 mL)
17 050399022 GENO1l, 9399 (0.07 mL)
18 050399023 GENO11 RBS04289-50 ppb-1
19 050399024 MeOH Blank
20 050399025 GENO11l RBS04289-WBlank-1
21 050399026 GENO11l, 9399 (0.07 aL)
22 050399027 GENOl1l, 9400 (0.07 mlL) -

#T 23088390028~ . GENO1l, 9401 (0.08 mlL) ~ T
2

4 050399029 GENOD11l, 9402 (0.08 alL)
25 050399030 GENO11l, 9403 (0.07 mlL}
26 050395031 GENO11 RBS04289-50 ppb-1

27 050399032 GENO11l RBS04289-250 ppb, MS
28 050399033 GENO11 RBS04289-250 ppb, MSD
29 050399024 GENO11 RBS04289-50 ppb-1

30 050399035 MeOH Blank

31 050399036 GENO11l RBS04289-WBlank-2
32 050399037 GENO11 RBS04289-SBlank-2
33 050399038 GENO11 RBS04289-5 ppb-2
34 050399039 GENO1l RAS04289-~10 ppb-2
35 050399040 GENO1l RBS04289-2%5 ppb-2
36 050399041 GENO1l RBS04289-50 ppb-2
37 050399042 GENO11 RBS042895-100 ppb-2

Standard
Standard
Standard
Standard
Standard
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte
Analyte

o
Analyte
Analyte
Analyte
Analyte
Analytas
Analyte
Analyte
o
Analyte
Analyte
Qc
Analyte
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard

4.93
8.76
24.90
49.30
97.60

49.30

4.93
9.76
24.80
49.30
97.60

RT Area
$.112 29
5.102 22
5.023 34
$.074 a8
5.030 61
5.039 50
5.016 45
5.041 68
5.029 86
5.097 28
5.046 39
5.019 98
5.012 100
5.019 113
5.019 137
5.020 124
5.042 7 [ 1]
5.039 42
5.043 91

013 . . .203
5.022 127
$.034 111
5.013 168
5.023 [£]

.017 130
$.020 101
5.043 3
5.120 20
5.034 30
5.045 61
5.050 38
5.030 47
5.014 49
5.034 56
5.020 86

Response
29.033
22.095
33.97%
38.037

Cone.
0.00
0.00
0.00
0.00

30.62
0.00
0.00

67.77

158.54
0.00

0.00
217.39
229.07
295.39
415.54
347.80
153.86

0.00
182.34
749.22
365.36
285.20
569.03
153.19
377.49
236.03

0.00

0.00

0.00

30.68

0.00

0.00

0.00

5.36
157.76

004340

-

AEEEEYEIEYSUCIEYSE EPUEECY 3EEEIIEEE

lags SDev

s21
~100
=100
37
62

212

211

-100

=100
=100
~100
-89
62



Quantify Compound Susmary Report
Rat Urine Method Development, SEE

Sazple Liet:

8:\FACT~).PRO\SampleDB\ 0503995

Last modified: Mon May 03 16:01:10 1999

Method:

8:\FACT-1.PRO\MathDB\ 0503990

Last modified: Tue May 04 11:06:31 1999

Job Code:

Printed:

Fri May 21 11:54:44 1999

BEST COPY AVAILABLE

Page 2

Compound 2: MAS3

Name

050399006
050399007
050399008
050399009
050399010
050399011
050399012
050399013
050399014
050399015
050399016
050399017
050399018
050399019
050399020
050399021
17 050399022
18 050399023
19 050399024
20 050199025%
21 050399026
22 050399027

-
CVwDUIIVMALN~

[
-

el aled
ovnawn

24 050399029
25 0503990230
26 050299031
27 050399032
28 050399033
29 050399034
30 050399035
31 050399036
32 050399037
33 050399038
34 050399039
35 050399040
36 050399041
37 050399042

—

Samplelist Text
MeQH Blank
MeOH Blank

GENO1}
GENO11
GENO11
GENO11
GENO11
GENO11l
GENO11

RBSO4289-WBlank~1
RBS04289-SBlank-1
RBS04289-5 ppb-1

RBS04289-10 ppb-1
RBS04289-25 ppb-1
RBS04269-50 ppb-1
RBS04289-100 ppb-1

'GENO11, 9401

MeOQH Blank
MeCOH Blank

GENO1l RBS04289-WBlank~-l

GENO1l, $3%4 (0.09
GENO1l, %295 (0.07
GENO11l, 92396 (0.08
GENO11l, 9397 (0.07
GENO11, 9398 (0.07
GENO1]l RB8S04209-50
MeOH Blank

L}

GENO1l RBS04289-WBlank-1

GENOl1, 9399 (0.07
GENOL1l, 9400 (0.07
(0.08
GENO1l, 9402 {0.08
GENO11l, 9403 (0.07

al)

mL} e

aL)
mL)
aL)

GENO11
GENO11
GENO11l
GENO11

RBS04289~50 ppb-1
RBS04289-250 ppb,
RBS04289-250 ppb,
RBS04289-50 ppb-1

MeOH Blank

GENO11
GENO11
GENO11
GENO11
GENO11
GENO11
GENO11

RBS04289-WBlank~2
RBS04269-SBlank-2
RBS04289-5 ppb-2
RBS04289-10 ppb-2
RBS042859-25 ppb-2
RBS04289-50 ppb-2
RBS04289-100 ppb-2

ph 5/21/93

soup 020199::quantitated and printed by

TYpe
Analyte
Analyte
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard
Analyte
Analyte

Analyte -

Analyte
Analyte
Analyte
Analyte
Analyte

Q<

Analyte
Analyte
Analyte

_. Analyta

Analyte
Analyte
Analyte

[+.o4
Analyte
Analyte
Qoc
Analyte
Analyts
Analyte
Standard
Standard
Standard
Standard
Standard

std Conc

4.9
9.76
24.80
49.30
97.60

49.30

RT

5.259
5.279
5.28%
$.259
5.299

5.310

5.291
5.27%
5.254

5.256
5.287

Area

Rasponse

20.994
20.379
22.269
34.007
498.086

20.260
17.684
20.376
47.428
47.000

17.200
16.612

Conc. Flags SDev

004341



Quantify Compound Summary Report
Rat Urine Method Devalopment, SIE

Sample List: 8:\FACT~1.PRO\ Sampl aDB\050399b
Last modified: Mon May 03 16:01:10 1999

Mathod: $:\FACT-1.PRO\MathOB\ 050399
Last modified: Tue May 04 11:06:51 1999
Job Code:

Printed: Fri May 21 11:84:44 1999

BEST COPY AVAILABLE

Page 3

Compound 3: MS13

§ Name Samplelist Text

1 050399006 MeOH Blank

2 050399007 MeOH Blank

3 050399008 GENOll RBS04289-NBlank-1
4 050299009 GENO11 RBS04289-5Blank-1
$ 050399010 GENO11 RBS04289-5 ppb-1

6 050399011 GENO11 RBS04289-10 ppb-1
7 050399012 GENO1l RBS04289-25 ppb-1
8 050399013 GENO1l RBS04289-50 ppb-1
9 050399014 GENO1l RBS04289-100 ppb-1
10 050399015 MeOH Blank .
11 0502398016 MeOH Blank

12 050398017 GENC1ll RBS04289-WBlank-1
13 050399018 GENOll, 9394 (0.09 mL}
14 050399019 GENOLll, 9395 {0.07 ml}

15 050399020 GENO1l, 9396 {0.08 mL)
16 050399021 GENO11l, 9397 (0.07 mL)

17 050399022
18 050399023
19 050399024
20 050399025
21 050399026
22 050399027

GENOll, 9398 (0.07 alL}

GENO11 RBS04289-50 ppb-1

MeOH Blank

GENO11 RBS04289-WBlank-1

GENO1l, 9399 (0.07 ml)

GENO11l, 9400 (0.07 aL) s

7Y 23050999026 ~ GENO1l, 9401 (0.08 mL) ~ B
24 050399029 GENO11, 9402 (0.08 aL)
25 050399030 GENO11l, 9403 ({0.07 mL)

26 050399031
2?7 050399032
28 050399033
29 050399034
30 050399035
31 050399036 .
32 050399037
33 050399038
34 050399039
35 050399040
36 050399041
37 050399042

GENO11 RBS04289-50 ppb~-1
GENQ11l RBS04289-250 ppb, MS
GENO11 RBS04289-250 ppb,
GENO1l RBS042089-50 ppb-1
MsOH Blank

GENO11 RBS04289-NBlank-2
GENO11l RB504289-SBlank-2
GENO11 RBS04289-5 ppb-2
GENO11 RBS04289-10 ppb-2
GENO11 RBS04289-25 pph-2
GENO11l RBS04289-50 ppb~-2
GENO1l RBS04289-100 ppb-2

! n S/HIS
soup 020199: :quantitated and printed by

TYP®
Analyte
Analyte
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard
Analyte
Analyte

Analyte -

Analyte
Analyte
Analyte
Analyte
Analyte

Qo

Analyte
Analyte
Analyte

__Analyte

Analyte
Analyts
Analyte
QC

Analyte
Analyte

Qc
Analyte
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard

8td Conc R?

4.93
9.76
24.80
49.30
97.60

49.30

49.30

49.30

4.93
9.76
24.80
49.30
97.60

W -

Area

e e = =

Response

Conc. Flags Dev
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Sample List:

Last modified: Mon May 03 16:01:10 1999
Method: 8:\FACT-1.PRO\MathDBE\050399b
Last modified: Tue May 04 11:06:51 1999
Job Code:

Printed: rri May 21 11:54:44 1999

Compound 4: surr

? Name Samplelist Text Type std Conc RT Area Reaponse Conc. Flags \Dav
1 050399006 MeOH Blank Analyte
2 050399007 MeOH Blank Analyte
3 050399008 GENOll RBS04285-WBlank-1 Analyte 5.016 1624 1624.026 0.81 bb -19
4 050399009 GENO11 RBS04269-SBlank-1 Analyte 5.008 1839 1829.452 0.91 bb -9
5 050399010 GENO11l RBS04289-% ppb-1 Standard 1.00 5.022 1769 1769.446 0.88 bb -12
6 050399011 GENO11 RBS04289-10 ppb~1 Standard 1.00 5.002 187S 1875.130 0.93 bb -7
7 050399012 GENOl1l RBS04289-25 ppb-1 Standard 1.00 5.009 1791 1790.798 0.89 bb -11
8 050399013 GENO11l RBS04289-50 ppb~1 Standard 1.00 5.005 1835 1535.177 0.76 bb -24
9 050399014 GENO1l RBS04289-100 ppb-1 Standard 1.00 5.022 1891 1890.829 0.94 bb -6
10 050399015 MeOH Blank . Analyte
11 050399016 MesOH Blank Analyte
12 050399017 GENC11l RBS04289-WBlank~1 Analyte. $.010 1893 1893.356 0.94 bb -6
13 050399018 GENO11l, 9394 (0,09 mL) . Analyte $.012 3937 3937.170 1.96 bb 96
14 050399019 GENO1l, 9395 (0.07 alL) Analyte 5.004 4584 4583.925 2.28 bb 128
15 050399020 GENO11, 9396 (0.08 mlL) Analyte 5.012 4072 4072.485 2.01 bb 103
16 050399021 GENOll, 9397 (0.07 mL) Analyte 5.012 4269 4260.604 2.12 bb 112
17 050399022 GENO11l, 9298 (0.07 mL) Analyte 5.012 3633 3633.260 1.81 bb 81
18 050399023 GENO1l RBS04289-%0 ppb~-1 [+ 1.00 5.006 1782 17681.550 0.89 bb ~11 .
19 050399024 MeOH Blank Analyte .
20 050399025 GENO1l RBS04209-WBlank-1 Analyte $.032 21719 2178.850 1.08 bb 8
21 050199026 GENO11l, 9399 (0.07 =i} Analyte 5.007 4258 4257.804 2.12 bb 112
22 050399027 GENOL11l, 9400 (0.07 mL} . Analyte i:_zéhgos_,h_,,tm 4843.862 2.41 bb 141
o 43040399028 .. ... GENO1l, 9401 (0.08 mL) - ~ - “="- -- Analyte - .018 $032 $032,.083 2.50 bb 150
i 4 050399029 GENO1l, 9402 (0.08 aL) Analyte 4.998 4398 4394.549 2.19 bb 119
25 050399030 GENO11l, 9403 (0.07 mlL) Analyte 5.0086 7774 7774.321 3.87 bb 287
26 050399031 GENO11 RBS04289-50 ppb-1 QC 1.00 5.016 1979 1978.790 0.98 bb -2
27 050399032 GENO1l RBS04289-250 ppb, MS Analyts 5.010 4326 4326,159 2.15 bk 115
28 050399033 GENOl1l RBS04289-250 ppb, MSD Analyte $.013 3993 3993.073 1.99 bb 99
29 050399034 GENO1l RBS04289-50 ppb-1 QC 1.00 5.007 2442 2442.139 1.21 bb 21
30 050399035 MeOH Blank Analyte
31 050299036 GENO11 ABS0428%-WBlank-2 Analyte 5.026 1896 1896.270 0.94 bb -6
32 050399037 GENO1l RBS04289-SBlank-2 Analyte 5,000 2227 2226.930 1.11 bb 11
33 050399038 GENO11l RBS04209-S ppb-2 Standard 1.00 5.014 2203 2202.940 1.10 bb 10
34 050399039 GENO11l RBS04289-10 ppb-2 Standard 1.00 $.023 2162 2161.525 1.07 bb 7
35 050399040 GENO11l RBS04289-25 ppb-2 Standard 1.00 5.006 2241 2241.128 1.11 bb 11
36 050399041 GENO11 RBS04289-50 ppb-2 Standard 1.00 5.027 2449 2448.654 1.22 bb 22
37 050399042 GENO11 RBS04289-100 ppb-2 Standard 1.00 5.013 2194 2194.037 1.09 bb 9

k)h sidlqyg
soup 020199::quantitated and printed by mee—dri3yoe 004343
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Compound 2: PFOSAA

) Name Samplelist Text

1 050399043 MeOH Blank

2 050199044 MeOH Blank

3 050399045 GENO11 RBS04289-WBlank~1
4 050199046 GENO1l RBS04289-SBlank-1
5 050399047 GENO11 RBS04289-5 ppb-1
6 050199048 GENO11 RBS04289-10 ppb~1
7 050399049 GENOQ11 RBS04289-25 ppb-1
8 050399050 GENO11 RBS04289-50 ppb-1l
9 050399081 GENO1l RBS04289-100 ppb-1
10 050399052 MeOH Blank

11 050399053 MeOH Blank

12 050299054 GENOl1 RBS04289-WBlank-1
13 050399055 GENO11, 9394 (0.09 mL}
14 050399056 GENO11, 9395 (0.07 mL}
15 050399057 GENO11l, 9396 {0.00 ulL)
16 050399058 GENO11, 9397 (0.07 mL)

17 050399059
18 050399060
19 050399061
20 050399062
21 050399063
22 050399064

GENO11, 9398 (0.07 mL)
GENO11 RBS04289-50 ppb-1
MeOH Blank

GENO11 RBS04289-WBlank-1
GENO11, 9399 (0.07 mL)
GENO1l, 9400 (0.07 mL} _
24 050399066

25 050399067

26 050393068

27 050399069

28 050398070

29 050399071

30 050399072

31 050398073 -
32 050399074

33 050399075

34 050399076

35 050399077

36 050399078

37 050393079

GENOll, 9402 (0.08 al)
GENOl1l, 9403 (0.07 mi)
GENO11 RBS04289-50 ppb~1
GENOl1l RBS04289-250 ppb, MS
GENO11l RBS04289-250 ppb, MSD
GENO1l RBS04289-50 ppb-1
MeOH Blank

GENO1]l RBS04289-WBlank-2
GENO11 RPBS04289-SBlank-2
GENO11l RPS04289-5 ppb-2
GENO11 RBS04289-10 ppb-2
GENO11 RBS04289-25 ppb-2
GENO11 RBS04289-50 ppb-2
GENO11 RBS04289-100 ppb-2

}fjp\ fL’Zq’/:?f)

soup 020199: :quantitated and printed by mee-didl/ioP

TYP®
Analyte
Analyte
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard
Analyte
Analyte
Analyte '
Analyte
Analyte
Analyte
Analyte
Analyte

Qc

Analyte
Analyte
Analyte
Analyte

" Analyte

Analyte
Analyte

Qc
Analyte
Analyte
Qo
Analyte
Analyte
Analyte
Standard
Standard
Standard
Standard
Standard

8td Conc

49.30

49.30

49.30

4.93
9.76
24,80
49.30
97.60

RT

5.649
5.689
$.690
5.647
5.691

Area

55
118
271
517
948

29
a3
29

515

et 1A
16

651
2217
2102

529

3l

62
109

539
969

Rasponse

$4.9872
117.791
276.567
516.974
948.119

28.854
32.86)
29.018

.. 515.321

13.656

15.892
35.720
651.303
2217.426
2102.170
528,583
31.423

62.184
109.232
272.800
539.138
968,504

Conc. Flags VOev

4.14 MM ~16
10.42 bb 7
26.28 bb 6
$0.30 bb 2
93.37 bb -4

1.54 MM

1.94 MM

1.56 MM
50.13 bb 2

0.02 MM

0.25 MM

2.23 MM
63.72 bb 29

220.16 bBb
208.65 bb
51.46 bb 4

1.80 M4

4.87 M4 -1

9.57 bb -2
25.91 bb 4
52.51 bb 7
95.40 MM -2
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